
logo MKQAVIGYLRQSTTMKQQSLAAQKQTAI EALIAKEKHNHIQYHITNFYSDKQSGRKTDNKRSNGYKQRQMITQEML IQQGQCDI
VLCCYRLNRLHRN

NTDB id 1 SACOL RS00225 WP 000806247.1 MKQAIGYLRQSTTKQQSLAAQKQTIEALAKKHNIQYITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN 80
NTDB id 338932 EQW00 RS00310 WP 001551932.1 MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRTDKRNGYKQITEMIQQGQCDVLCCYRLNRLHRN 80
NTDB id 10 SA RS00435 WP 000815646.1 MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQMTQLIQQGQCDILCCYRLNRLHRN 80
consensus !!!*!!!!!!!!*!!!!!!!!!!*!!!*!*!!*!!*!*!!!!!!!!!*!*!*!!*!*!**!!!!!!!*!!!!!!!!!!!!

logo LKNALKLMIKLCQKTYHVHI LSVHDGYFDMDKQAFDRFLKLNI F I SLAELESDNIGEQVRKNGI
L
K
QEKAKQGKRML ITTHAPFGYDEHYH

NTDB id 1 SACOL RS00225 WP 000806247.1 LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGYHYH 160
NTDB id 338932 EQW00 RS00310 WP 001551932.1 LKNALKLIKLCQTYHVHILSVHDGYFDMDQAFDRLKLNIFISLAELESDNIGEQVKNGLQEKAKQGRLITTHAPFGYDYH 160
NTDB id 10 SA RS00435 WP 000815646.1 LKNALKLIKLCQTYHVHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYEYH 160
consensus !!!!!!!*!!!!*!!!!!!!!!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!!!!*!!**!!!!!!**!!!!!!!!!*!!

logo NGATFTI IDNTQVNKEASPTVKAVFNYYLIQKGYHGYKKIAQYLLEAEDNDKTYF INRKQPYQVRNI I ILMNPNYCGRVNINQYGQYFEDNMFPAS IVSATNSTVI
NTDB id 1 SACOL RS00225 WP 000806247.1 NGTFTIDTVKAPTVKAVFNYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTI 240
NTDB id 338932 EQW00 RS00310 WP 001551932.1 NGTFIINQNESPTVKAVFNYYIKGHGYKKIAQLLEEDDTFINRQPYQVRNIIMNPNYCGRVINQYGQFDNMFPSIVSANV 240
NTDB id 10 SA RS00435 WP 000815646.1 NGAFIINQNESPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSI 240
consensus !!*!*!*****!!!!!!!!!!**!*!!!!!!!*!!*!***!!!*!!!!!!!!*!!!!!!!!*!!!!!**!!!!*!!!***

logo YEEQAQVRTLRTSQKPQI
T
VKRQKTSPSEDNQLKQKIKCPYCCDNASTTLTNMTI

VRKKHNHI
TLRYYVCPQKNLMNASRFVCEDFKGINAQETLETDSKVLAEKTV

NTDB id 1 SACOL RS00225 WP 000806247.1 YEEAQVTRTQKPVKRKPSENQLKQKIKCPYCDSTLTNMTIRKKHHTLRYYVCPQNMNASRFVCEFKGINAQELETSVLAT 320
NTDB id 338932 EQW00 RS00310 WP 001551932.1 YEQAQRLRSQKQTKQTPSDNQLKQKIKCPCCNATLTNMTVRKKNHILRYYVCPKNLNASRFVCDFKGINAQTLEDKVLKV 320
NTDB id 10 SA RS00435 WP 000815646.1 YEQAQRLRSQKQIKQTSSDNQLKQKIKCPCCNTTLTNMTVRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEV 320
consensus !!*!!**!*!!**!***!*!!!!!!!!!!*!**!!!!!!*!!!*!*!!!!!!!*!*!!!!!!!*!!!!!!!*!!**!! *

logo CKQDFFYQDNHQHQRLIYASTKINKGHNTAIQDQKRI
LKRQRDNTI EKTKHTHTLNTHQEKQL I EKLAQDGKI IDAETFRKEQMTQSLHRQQSPKQPRTI STS INSEGTYHQIRQKHATFIQ

NTDB id 1 SACOL RS00225 WP 000806247.1 CQDFFQNQQLYSKINHTIQQRLKRQRDIETKTTLNHEQLIEKLAQDKIDAETFREQTQSLRQQSKPISSISTYQIRKAFQ 400
NTDB id 338932 EQW00 RS00310 WP 001551932.1 CQDFYQDHHIYAKIKNAIDKRLKRQRNTETHHTLTQEKLIEKLAQGIIDAETFRKQMQSLHQQPQRITSISEHQIQHTIQ 400
NTDB id 10 SA RS00435 WP 000815646.1 CKDFYQNQRIYTKIKGAIDKRIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHTIQ 400
consensus !*!!*!** *!*!!* *!**!*!!!!**!***!!**!*!!!!!!!**!!!!!!!*!*!!!*!!*****!!* *!!****!

logo NI IQQKRFTLNMI LYPYIDEETINHIASTKNDKSNLAIG IYFKNEPLNIVKNQTMEQLSS IVA
NTDB id 1 SACOL RS00225 WP 000806247.1 NIIQQRFTLNMLYPYIDEINISKNKSLAGIYFKNEPLNIVKQTMELSIV 449
NTDB id 338932 EQW00 RS00310 WP 001551932.1 NIIQKRFTLNILYPYIETIHIAKDKNLIGIYFKNEPLNIVNQTMQSSIA 449
NTDB id 10 SA RS00435 WP 000815646.1 NIIQKRFTLNILYPYIETIHITKDKNLIGIYFKNEPLNIVNQTMQSSIA 449
consensus !!!!*!!!!!*!!!!!**!*!*!*!*!*!!!!!!!!!!!!*!!!**!!*
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