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NTDB id 374 SMU RS06885 WP 002262930.1 ......MKKILIVDDEKPISDIIKFNLAKEGYDTITAF.DGREALSKYEEENPDLIILDLMLPELDGLEVAKEVRKNSHV 73
NTDB id 413 AAK55817.1 141..845( ) ......MKKILIVDDEKPISDIIKFNMTKEGYEVVTAF.NGREALEQFEAEQPDIIILDLMLPEIDGLEVAKTIRKTSSV 73
NTDB id 338920 EQM14 RS11445 WP 128743162.1 MESNIKNKKLLIVDDEPKLLKLIVSVLEADGYHSIVTASTVASAKSALERERPALAILDVMLPDGDGFHLMQDIRAASDI 80
NTDB id 372 SMU RS05280 WP 002262198.1 ..MNYKEKKILILDDNPEILEMVQESLNIAGFNNLTGVQSKKEALEQLGKRSFDLAILDIMLPDGSGFEVLREIRKTSTI 78
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NTDB id 374 SMU RS06885 WP 002262930.1 PIIMLSAKDSEFDKVIGLEIGADDYVTKPFSNRELLARVKAHLRRTENIESAVAEENASGIPEIIIGDLQILPDAFVAKK 153
NTDB id 413 AAK55817.1 141..845( ) PILMLSAKDSEFDKVIGLELGADDYVTKPFSNRELQARVKALLRRSQPMPVDGQ.EADSKPQPIQIGDLEIVPDAYVAKK 152
NTDB id 338920 EQM14 RS11445 WP 128743162.1 PVLFLTARGDAEDRFRGFGLGADDYIIKPFLSKELLFRIYAVLRRTYKENAVEL..........SLEACTVDLEKAEVYK 150
NTDB id 372 SMU RS05280 WP 002262198.1 PVLFLSAVSDIEKQYQGFELGADDYIVKPFRPKELELRILSILKRAYPEKDDTL..........ILPTCQVNFSQALITK 148
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NTDB id 374 SMU RS06885 WP 002262930.1 RGTEVELTHREFELLHHLATHTGQVMTREHLLETVWGYDYFGDVRTVDVTVRRLREKIEDTPSRPEYILTRRGVGYYMKS 233
NTDB id 413 AAK55817.1 141..845( ) YGEELDLTHREFELLYHLASHTGQVITREHLLETVWGYDYFGDVRTVDVTVRRLREKIEDTPSRPEYILTRRGVGYYMRN 232
NTDB id 338920 EQM14 RS11445 WP 128743162.1 NGTTIPLTAKEHDILSALFSNAGKIVTIDSILQSVWGDAYYGYENTLMGHIRRIREKIESDPSKPVSLITVKGLGYKLML 230
NTDB id 372 SMU RS05280 WP 002262198.1 GELEIQLTAKEYSILKVLYNNQNRIVTFDQLLEKVWGLQYQGYENTMMAHIRKIRQKIEANPSKPECLLTVKGLGYKLKV 228
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NTDB id 374 SMU RS06885 WP 002262930.1 YD. 235
NTDB id 413 AAK55817.1 141..845( ) NA* 234
NTDB id 338920 EQM14 RS11445 WP 128743162.1 KGR 233
NTDB id 372 SMU RS05280 WP 002262198.1 S.. 229
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X non conserved

X similar

X ≥ 50% conserved


