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NTDB id 413 AAK55817.1 141..845( ) ....MKKILIVDDEKPISDIIKFNMTKEGYEVVT.AFNGREALEQFEAEQPDIIILDLMLPEIDGLEVAKTIRKTSSVPI 75
NTDB id 374 SMU RS06885 WP 002262930.1 ....MKKILIVDDEKPISDIIKFNLAKEGYDTIT.AFDGREALSKYEEENPDLIILDLMLPELDGLEVAKEVRKNSHVPI 75
NTDB id 338897 EQM13 RS11840 WP 114219889.1 ..MKDSSILVIDDELELLTMIRSIFERAGFTQITTAASGKEALEVLKQKMPAMVILDVMLPDIDGFTLLKEIRKVSKVPV 78
NTDB id 372 SMU RS05280 WP 002262198.1 MNYKEKKILILDDNPEILEMVQESLNIAGFNNLTGVQSKKEALEQLGKRSFDLAILDIMLPDGSGFEVLREIRKTSTIPV 80
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NTDB id 413 AAK55817.1 141..845( ) LMLSAKDSEFDKVIGLELGADDYVTKPFSNRELQARVKALLRRSQPMPVDGQ.EADSKPQPIQIGDLEIVPDAYVAKKYG 154
NTDB id 374 SMU RS06885 WP 002262930.1 IMLSAKDSEFDKVIGLEIGADDYVTKPFSNRELLARVKAHLRRTENIESAVAEENASGIPEIIIGDLQILPDAFVAKKRG 155
NTDB id 338897 EQM13 RS11840 WP 114219889.1 LMLTAKGEAEDRFSGFELGADDYVVKPFLPKELLLRVQAILKRTYPRGNRI..........VILPAAEVDLDKAEVHRFG 148
NTDB id 372 SMU RS05280 WP 002262198.1 LFLSAVSDIEKQYQGFELGADDYIVKPFRPKELELRILSILKRAYPEKDDT..........LILPTCQVNFSQALITKGE 150
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NTDB id 413 AAK55817.1 141..845( ) EELDLTHREFELLYHLASHTGQVITREHLLETVWGYDYFGDVRTVDVTVRRLREKIEDTPSRPEYILTRRGVGYYMRNNA 234
NTDB id 374 SMU RS06885 WP 002262930.1 TEVELTHREFELLHHLATHTGQVMTREHLLETVWGYDYFGDVRTVDVTVRRLREKIEDTPSRPEYILTRRGVGYYMKSYD 235
NTDB id 338897 EQM13 RS11840 WP 114219889.1 KTIPLTAKEYNIFLKLSENAGRIVTIGALCQTVCGEIWQGYETTLMTHIRHLREKIEKNPSAPEALITIKGLGYKLVLKE 228
NTDB id 372 SMU RS05280 WP 002262198.1 LEIQLTAKEYSILKVLYNNQNRIVTFDQLLEKVWGLQYQGYENTMMAHIRKIRQKIEANPSKPECLLTVKGLGYKLKVS. 229
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