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NTDB id 338872 EQM06 RS05805 WP 128745432.1 MSENIRKRPGVMGGPRGMGRAVEKSQDFKGTWIKLIRYCKAYLPVIIFAMLAAAAGTVLQIIGPDKLKDMTNEITKGLPA 80
NTDB id 370 SMU RS04260 WP 002263294.1 .......................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAG 57
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NTDB id 338872 EQM06 RS05805 WP 128745432.1 LINGQMVVGAINMDHVVCIAVLLACFYAGSAVLNFAQSFTMATVTQKISKTMRTDISRKINRLPLKYFDKTSYGDVLSRV 160
NTDB id 370 SMU RS04260 WP 002263294.1 .........KIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRV 128
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NTDB id 338872 EQM06 RS05805 WP 128745432.1 TNDVDAIGQTMNQSIGTLVTAVTMFVGSLLMMLYTNWIMALTAVGASILGFALMGILMKKSQKYFMAQQSGLGNVNGHIE 240
NTDB id 370 SMU RS04260 WP 002263294.1 TNDVDLMTQSFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVE 208
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NTDB id 338872 EQM06 RS05805 WP 128745432.1 EIYSGHNIVKVYNGGNSAKKTFEEINKNLYNSAWKSQFLSGLMMPLMQFIGNFGYVAVCVVGASLAMNGKISFGVIVAFM 320
NTDB id 370 SMU RS04260 WP 002263294.1 EVYSGHNVVSSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFM 288
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NTDB id 338872 EQM06 RS05805 WP 128745432.1 MYIRLFTQPLTQMAQAANNLQRTAAAGERVFEFLEEKELEDESQKPKALENVKGKVEFRHVKFGYVPEKTVIRDFSTTID 400
NTDB id 370 SMU RS04260 WP 002263294.1 TYVRIFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAK 368
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NTDB id 338872 EQM06 RS05805 WP 128745432.1 PGQKVAIVGPTGAGKTTIVNLLMRFYDLDGGEILLDGTPIHQVPRENVHEQFGMVLQDSWLFEGTIKENIIYSKQGITEE 480
NTDB id 370 SMU RS04260 WP 002263294.1 AGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDE 448
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NTDB id 338872 EQM06 RS05805 WP 128745432.1 QVVDACKKVGLHHFIKTLPKGYDTILNDKASLSEGQKQLITIARAMIQNAPLLILDEATSSVDTRTERIVQSAMDQLTVG 560
NTDB id 370 SMU RS04260 WP 002263294.1 QVIAAAKAVGVHHFIKTLPKGYDTVLDDSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEG 528
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NTDB id 338872 EQM06 RS05805 WP 128745432.1 RTSFVIAHRLSTIKNADLILVMKDGDVIESGNHDELLAQKGFYAELYNSQFESAA. 615
NTDB id 370 SMU RS04260 WP 002263294.1 RTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
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