
logo

MN
M
N
K
K
N
T
H
K
S
T
L
S
K
H
N
T
P
FFYLKTKGTWKLF IQAPVL IFLLIVGVLI FLVALVITGSLFVIFLGSGGVAI

A
L
A
S
G
A
T
S
G
L
W
F
T
G
S
V
F
I
S
N
T
W
Y
Q
F
I
L
N
S
T
G
N
T
Q
A
N
P
K
G
H
K
S
T
S
A
E
F
V
T
S
N
T
N
V
N
G
N
T
S
K
Q
T
N
G
K
N
KTTP

T
N
A
T
V
S
K
T
T
V
I
V
S
T
T
N
Q
S
V
T
I
N
S
A
V
Y
D
K
G
T
N
K
S
E
S
N
D
N
S
A
TTEKQAFVDKNNKVSKGNDTAVVSV

NTDB id 338771 EQZ96 RS01230 WP 029237456.1 .MKKTS....TTKIAIIGIVAGLVGGGAAAGGVTYLNNAGTFSTVTTGKTTPVKVSNSNVKGESDATKAFNKVSGAVVSV 75
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNWITGNKSFSNNGK.....TTVSNVIYDTKSNTTKAVKNVKNTVVSV 75
NTDB id 425 SGO RS10525 WP 012131081.1 .MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSATNNNQK...TATTVTTSYKNSNSTTEAVDKVKDAVVSV 76
NTDB id 539 SM12261 RS09395 WP 000681587.1 .MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTEST.SNN...NSTITQTAYKNENSTTQAVNKVKDAVVSV 75
NTDB id 256 KZH43 RS10270 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNN...NSTITQTAYKNENSTTQAVNKVKDAVVSV 75
NTDB id 215 SPD RS10945 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNN...NSTITQTAYKNENSTTQAVNKVKDAVVSV 75
NTDB id 181 SPR RS10425 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNN...NSTITQTAYKNENSTTQAVNKVKDAVVSV 75
NTDB id 145 SP RS11450 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNN...NSTITQTAYKNENSTTQAVNKVKDAVVSV 75
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NTDB id 338771 EQZ96 RS01230 WP 029237456.1 LTATLVGTDEQTDLAVLKINASKVSEVADFANSSKIEPGQSVLAIGSPLGSEYATSVTEGIISATKREVDATNENGDSLG 235
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