logo

ORI R ONLAOL LRV T AR Ao

JUNND) I e RS ICTC OIS T ) s WA SIS TOT ST TG A ) S O O[O IO REA K I S A M T ) IGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG 80

NTDB id 146 SP RS08570 WP 000614538.1 MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG 80
NTDB id 216 SPD RS08205 WP 000614552.1 MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG 80
NTDB id 182 SPR RS07820 WP 000614552.1 MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG 80
NTDB id 257 KZH43 RS07655 WP 220041236.1 MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG 80
NTDB id 384 SMU RS02325 WP 002263039.1 MIQIGK FAGRYRI [EJIGRGGMADVYLARDLILDYEEVA KVLRTNYQTDMN AVRFQREARAMA L HPIVRIRIDIG 80
NTDB id 467 HSISS4 RS06915 WP 021143821.1 MIQ GK FAGRYRI Q 80
consensus e e N R

)8 ENALABeerLVEEOR) ol mL LA L AT A

JUEND) N RS IECTO1S T2 ) s A SIS TOR S TS O ) S O O[O [ SN R SO A F F DG QYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPONILLTPDGTAKVTDFGIAVA 160

NTDB id 146 SP RS08570 WP 000614538.1 EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA 160
NTDB id 216 SPD RS08205 WP 000614552.1 EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA 160
NTDB id 182 SPR RS07820 WP 000614552.1 EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA 160
NTDB id 257 KZH43 RS07655 WP 220041236.1 EEDGQQYLAMEYVAGLDLKRYKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA 160
NTDB id 384 SMU RS02325 WP 002263039.1 EEDGQQ LAMEYVRGRDLK YI[M HMPLSNRER] RIM LEAMBLAHE GI HRDLKPQN LLTDGTAKVTDFGIAVA 160
NTDB id 467 HSISS4 RS06915 WP 021143821.1 160
consensus I R I R e

05D o DA

NTDB id 338084 EQH23 RS08360 WP 000614535.1 |auaysSIRNANBIRIVINERAS:RARSY SRy Ry G WRARRDER @00 (RN A RNC NN G IR AN N AN SR QN ANV PRAY 240

NTDB id 146 SP RS08570 WP 000614538.1 FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQKPLPSVIAENI4SVP 240
NTDB id 216 SPD RS08205 WP 000614552.1 FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQNPLPSVIAENESVP 240
NTDB id 182 SPR RS07820 WP 000614552.1 FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQRPLPSVIAENESVP 240
NTDB id 257 KZH43 RS07655 WP 220041236.1 FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQRPLPSVIAENKSVP 240

NTDB id 384 SMU RS02325 WP 002263039.1 FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGI |® EMLTGHIPYDGDSAVTIALQHFQKPLPS IAENKSYVP 240

AL IRIROSE s S RRAESKLURE T T i) ,Kzgegia |

consensus
NTDB id 338084 EQH23 RS08360 WP 000614535.1 [AFNRANANNG:UY.VQQRNEREIAASTAVNAUNIRSISISI SR @100\ 01) O IR D DU NS 00O N N G N ) QST N B SN 2 QAR RN D)0 . R 319

il

NTDB id 146 SP RS08570 WP 000614538.1 QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHKR 319
NTDB id 216 SPD RS08205 WP 000614552.1 QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHKRE 319
NTDB id 182 SPR RS07820 WP 000614552.1 QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHKRE 319
NTDB id 257 KZH43 RS07655 WP 220041236.1 QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHK 319
NTDB id 384 SMU RS02325 WP 002263039.1 .. 318
NTDB id 467 HSISS4 RS06915 WP 021143821.1 318

consensus PETTT R DT b s o D e L Dok | e ok Dok Dikoorok DD DT Dok ****!** dokokok ok Rk koK



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

338084 EQH23 RS08360 WP 000614535.1

146
216
182
257
384
467

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

338084 EQH23 RS08360 WP 000614535.1

146
216
182
257
384
467

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

338084 EQH23 RS08360 WP 000614535.1

146
216
182
257
384
467

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

338084 EQH23 RS08360 WP 000614535.1

146
216
182
257
384
467

consensus

SP RS08570 WP 000614538.1
SPD RS08205 WP 000614552.1
SPR RS07820 WP 000614552.1
KZH43 RS07655 WP 220041236.1
SMU RS02325 WP 002263039.1
HSISS4 RS06915 WP 021143821.1

SP RS08570 WP 000614538.1
SPD RS08205 WP 000614552.1
SPR RS07820 WP 000614552.1
KZH43 RS07655 WP 220041236.1
SMU RS02325 WP 002263039.1
HSISS4 RS06915 WP 021143821.1

SP RS08570 WP 000614538.1
SPD RS08205 WP 000614552.1
SPR RS07820 WP 000614552.1
KZH43 RS07655 WP 220041236.1
SMU RS02325 WP 002263039.1
HSISS4 RS06915 WP 021143821.1

SP RS08570 WP 000614538.1
SPD RS08205 WP 000614552.1
SPR RS07820 WP 000614552.1
KZH43 RS07655 WP 220041236.1
SMU RS02325 WP 002263039.1
HSISS4 RS06915 WP 021143821.1

TR £

VAASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEIGEEK
VAASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEIGEEK
VAASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEIGEEK
VAASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEIGEEK
VAASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEIGEEK

S0 TEETQPuc RN AL, VL LT AL DN g

KNPSQAVTEETYQPQAPKKHRFKMRYLILLASLVLE
KNPSQAVTEETYQPQAPKKHRFKMRYLILLASLVLE
KNPSQAVTEETYQPQAPKKHRFKMRYLILLASLVL]
KNPSQAVTEETYQPQAPKKHRFKMRYLILLASLVLE

KNPSQAVTEETYQPQAPKKHRFKMRYLILLASLVLE
ISVDHKSKPKTKP[RJZK P K|€:S

PARFJKQPRKKITPAKKKESBNIGF STLMKMFLGIRFIGIIIFA
* % 5k 3k 5k %k %k ok skokok bolskok |oskoskskoskokskokosksksk |1k skoskokskokskoskskskskokok | sk skskokok | %k k %k

TeASEVEE BT AT ANE Aot sl A VoL epeE s

TEASEKVEEGRIIRTDPGAGTGRKEGTKINLVVSSGKQSFQISNYVGRKSSDVIAELKEKHKVPDNLIKIEEEESNESEA
TEASEKVEEGRIIRTDPGAGTGRKEGTKINLVVSSGKQSFQISNYVGRKSSDVIAELKEKHMKVPDNLIKIEEEESNESEA
TEASEKVEEGRIIRTDPGAGTGRKEGTKINLVVSSGKQSFQISNYVGRKSSDVIAELKEKR
TEASEKVEEGRIIRTDPGAGTGRKEGTKINLVVSSGKQSFQISNYVGRKSSDVIAELKEKH
TEASEKVEEGRIIRTDPGAGTGRKEGTKINLVVSSGKQSFQISNYVGRKSSDVIAELKEKR

Ik ) oeskskskxk |

kokokokkk | kx| kk [

TV KT CRUSTRN E kL ... BESEE:

GTVLKQSLPEGTTYDLSKATQI LTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENLIKIEE
GTVLKQSLPEGTTYDLSKATQIVLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENLIKIEE
GTVLKQSLPEGTTYDLSKATQIVLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENLIKIEE]
GTVLKQSLPEGTTYDLSKATQIVLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENLIKIEE
GTVLKQSLPEGTTYDLSKATQIVLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENLIKIEE]

| * 1l skskok ok >k 5k ok 3k 5k ok >k 5k 5k 5k 3k 5k 5k >k sk 3k 3k 3k 5k >k >k ok ok sk sk ok ok sk ok sk ok kook ok sk | sk sk ok skosk sk sk sk sk | ok sk sk k

T TSt S O LEFTONL )V e EWET TG e

GTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAGSI\EGMVVE
GTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAGSINEGMVVE
GTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAGSYEGMVVE
GTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAGSEGMVVE

GTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAGSYEGMVVE|

skokckskk |k | oskoskoskoskokoskokok Doskskskokoksk Dosk D oskokosksksk |oskskokok |oskskok | osskosk sk sk skskosk sk sk sk sk ok skosk sk sk sk skok sk sk sk ok skok Dsksksksk | skoskoskosk ok ok

398
398
398
398
398
398
398

477
477
477
477
47T
477
478

549
549
549
549
549
551
558

629
629
629
629
629
614
615



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

338084 EQH23 RS08360 WP 000614535.1

146
216
182
257
384
467

consensus

SP RS08570 WP 000614538.1
SPD RS08205 WP 000614552.1
SPR RS07820 WP 000614552.1
KZH43 RS07655 WP 220041236.1
SMU RS02325 WP 002263039.1
HSISS4 RS06915 WP 021143821.1

(5 R EHVDLIWTRIKL [WCKTTAT

QSPRAGEKVDLNKTRVKISIYKPKTTSATP
QSPRAGEKVDLNKTRVKISIYKPKTTSATP
QSPRAGEKVDLNKTRVKISIYKPKTTSATP
QSPRAGEKVDLNKTRVKISIYKPKTTSATP

QSPRAGEKVDLNKTRVKISIYKPKTTSATP

sk ok ok %k ok % ok %k ok % o+ %k ok %k ok % ok % K % K %k K k K k K k Kk

X non conserved
B similar
>50% conserved

659
659
659
659
659
616
624



