logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

615 LCA RS02545 WP 011374200.1

593 KW2 RS05130 WP 021037147.1

167 SP RS11275 WP 000867616.1
337955 EQH26 RS10625 WP 000867590.1
277 KZH43 RS10090 WP 000867601.1
236 SPD RS10765 WP 000867601.1

202 SPR RS10250 WP 000867601.1

507 SM12261 RS09240 WP 000867722.1
535 SMSK321 RS10515 WP 000867726.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

615 LCA RS02545 WP 011374200.1

593 KW2 RS05130 WP 021037147.1

167 SP RS11275 WP 000867616.1
337955 EQH26 RS10625 WP 000867590.1
277 KZH43 RS10090 WP 000867601.1
236 SPD RS10765 WP 000867601.1

202 SPR RS10250 WP 000867601.1

507 SM12261 RS09240 WP 000867722.1
535 SMSK321 RS10515 WP 000867726.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

615 LCA RS02545 WP 011374200.1

593 KW2 RS05130 WP 021037147.1

167 SP RS11275 WP 000867616.1
337955 EQH26 RS10625 WP 000867590.1
277 KZH43 RS10090 WP 000867601.1
236 SPD RS10765 WP 000867601.1

202 SPR RS10250 WP 000867601.1

507 SM12261 RS09240 WP 000867722.1
535 SMSK321 RS10515 WP 000867726.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

615 LCA RS02545 WP 011374200.1

593 KW2 RS05130 WP 021037147.1

167 SP RS11275 WP 000867616.1
337955 EQH26 RS10625 WP 000867590.1
277 KZH43 RS10090 WP 000867601.1
236 SPD RS10765 WP 000867601.1

202 SPR RS10250 WP 000867601.1

507 SM12261 RS09240 WP 000867722.1
535 SMSK321 RS10515 WP 000867726.1

consensus

N7 [E

BN

0 URTRALT... SHRUGCAREKHE 6 0| AR LAY

NLEEWYLPIGAYYCRECLLMKRYV
BLEEWYLPIGAYYCRECLLMKRV

. . NNYSLPQIKERERF LEVEHERVEEES QV.
AN K

BRLDYLGRLFTENELT
BLDYLGRLFTENELT
BLDYLGRLFTENELT]
BRLDYLGRLFTENELT
BLDYLGRLFTENELT

EEERQLAEKLPAMRKEKGKLFCQRCNSTI
EEERQLAEKLPAMRKEKGKLFCQRCNSHI
EEERQLAEKLPAMRKEKGKLFCQRCNSTINLEEWYLPIGAYYCRECLLMKRY|
EEERQLAEKLPAMRKEKGKLFCQRCNSTIBLEEWYLPIGAYYCRECLLMKRY|
EEERQLAEKLPAMRKEKGKLFCQRCNSTIB
EEERQLAEKLPAMRKEKGKLFCQRCNSTIR
ISEERQLAEKLPAMRKEKGKLFCQRC SEIB
* %k | * R

R Vor CEDFekg. D oA e L@e\.@& MA\/T U

VEGDW[RIT VIZECHLF ENN I PKM T E iRz HEHE A

ExX LQ

Wl

MRDVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCLA
MADVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCLA
MADVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCLA

BDVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCLA

RO LENDEs < AL SEVRRT LN TLLPHL N DENR 0L

Q
Ne §YFR PLVVIIT HQLL F[§ AFDLLI DEVDAFP EIDNEMLYj§A BN
NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS
NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS
NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS
NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS
NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS
NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS

NSEPYFRTPLVV TTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS
N ey N e e N I R ey e

LRIEL AT T AL AP 101Kl <oRuBy okl op v R

TVSEIRILIANEHLIRPEIZORHVAF R.AQ.K.G.PK.ERDC.TYL KTQQMH

Qg .
SPRIDVCLELYKRLQQDFSCGI
SPRIDVCLELYKRLQQDFSCGIp
SPRIDVCLELYKRLQQDFSCGIR

SPRIDVCLELYKRLQQDFSCGI
SPRIDVCLELYKRLQQDFSCGIR
SPRIDVCLELYKRLQIYDF ClaIR

SPRIDVCLELYKRLQWDF Cl3I8
N N W ey * 1%k | ! N

el

12

Q
VKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKLKSYIEKQRKTAYPLL
VKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKLKSYIEKQRKTAYPLL
VKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKLKSYIEKQRKTAYPLL

VKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKLKSYIEKQRKTAYPLL
VKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKLKSYIEKQRKTAYPLL

| I A B B * [ ! | * %k *

154
158
147
147
147
147
147
147
147

234
236
225
225
225
225
225
225
225

313
303
305
305
305
305
305
305
305



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

615 LCA RS02545 WP 011374200.1

593 KW2 RS05130 WP 021037147.1

167 SP RS11275 WP 000867616.1
337955 EQH26 RS10625 WP 000867590.1
277 KZH43 RS10090 WP 000867601.1
236 SPD RS10765 WP 000867601.1

202 SPR RS10250 WP 000867601.1

507 SM12261 RS09240 WP 000867722.1
535 SMSK321 RS10515 WP 000867726.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

615 LCA RS02545 WP 011374200.1

593 KW2 RS05130 WP 021037147.1

167 SP RS11275 WP 000867616.1
337955 EQH26 RS10625 WP 000867590.1
277 KZH43 RS10090 WP 000867601.1
236 SPD RS10765 WP 000867601.1

202 SPR RS10250 WP 000867601.1

507 SM12261 RS09240 WP 000867722.1
535 SMSK321 RS10515 WP 000867726.1

consensus

SR ETLET

ASE B FELAE 1 TILERVTE DAL T

L I NI T T | E

IFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKS
IFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKS
IFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKS

IFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKS
IFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKS

! *ox | x * [ Pt [ ! !

;tJ/Q‘A R\A/ RéKDRAINLVHFVH(QDK* A KE QK(QNQEARLL(QBIV

445

Q 430

SLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL 432

SLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL 432

SLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL 432

SLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL 432

SLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL 432

432

432

X non conserved
B similar
>50% conserved

393
383
385
385
385
385
385
385
385



