
logo MKKIALVLMTMVLSMLAGALWALASGACSATTQGTAVSDEKPDADQEITRQGDWTSVEKLYSAEARQDELNSGSNYTRAI
VKLYETI LEASRYFPYTGSRYHARQQASQMLDLTAYAHYFYKD

NTDB id 33755 LHK RS10080 WP 012697689.1 MKKIAVMMLMAAWLAGCSTT...SEPADETRGWTVEKLYSEARDELNSGNYTRAIKLYETLEARYPYGRYAQQAQMDLAYAHFKD 82
NTDB id 1102 NMB RS03635 WP 002244053.1 MKKILLTVSLGLALSACATQGTVDKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHAQQSQLDTAYAYYKD 85
NTDB id 1106 NGFG RS01495 WP 003687645.1 MKKILLTVSLGLALSACATQGTADKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHARQSQLDTAYAYYKD 85
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DEPKADLKSALAAAI EDRF IRKRLHPAQHPNVMDYVAYLYLKRGLVNLYFNEDGQGS IFLSNKYLTAGSQDRWASEDRDPKAANREAFYTQSAFRADELVVQRFPDNSRKYAPADARTVAKRM

NTDB id 33755 LHK RS10080 WP 012697689.1 QEPALSLAAADRFIKLHPAHPNVDYVYYLKGLVNYNEDGGILSKYTGQDRAERDPKAAREAFTSFRDLVVRFPDSRYAPDARVKM 167
NTDB id 1102 NMB RS03635 WP 002244053.1 DEKDKALAAIDRFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRFPNSKYAADATARM 170
NTDB id 1106 NGFG RS01495 WP 003687645.1 DEKDKALAAIERFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRFPNSKYAADATARM 170
consensus *!****!!!**!!**!!!*!!!*!!**!!*!!!**!!!***!*!***!!***!!!!!*!!!***!**!!*!!!*!*!!*!!***!

logo

Q
V
N
KLVDGALAGEGHNELMF

SVARYYMRKRSGAYLIAAANRAKQGKMI IKGESFYPQDNSTPRFYVEESFLAIMLVETLAYDKKLGDKTPQRTLRADADTRRVLETNFPNKSVPYFLTKHKQAPW
NTDB id 33755 LHK RS10080 WP 012697689.1 QNLVDGLAEHELFVARYYMRRSAYLAAANRAQGMIKEFPDSPFVEESFAIMVTAYDKLGKTTLRDDTRRVLETNFPNSVYLKKPW 252
NTDB id 1102 NMB RS03635 WP 002244053.1 VKLVDALGGNEMSVARYYMKRGAYIAAANRAQKIIGSYQNTRYVEESLAILELAYKKLDKPRLAADTRRVLETNFPKSPFLKQPW 255
NTDB id 1106 NGFG RS01495 WP 003687645.1 VKLVDALGGNEMSVARYYMKRGAYIAAANRAKKIIGSYQNTRYVEESLAILELAYKKLDKPQLAADTRRVLETNFPKSPFLTHAW 255
consensus **!!!*!***!**!!!!!!*!*!!*!!!!!!***!********!!!!*!!***!!*!!*!* !**!!!!!!!!!!!*!**!* *!
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NTDB id 33755 LHK RS10080 WP 012697689.1 QPRDVPWYQFW. 263
NTDB id 1102 NMB RS03635 WP 002244053.1 RSDDMPWWRYWH 267
NTDB id 1106 NGFG RS01495 WP 003687645.1 QPDDMPWWRYWH 267
consensus ***!*!!***!*

X non conserved

X similar

X ≥ 50% conserved


