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NTDB id 602 KW2 RS03060 WP 011834647.1 ulepg® PIVIEQ SRGER YDIYSRLLKDRIIMLTGPVED{@EMANS
NTDB id 611 V4T04 RS07970 WP 003129593.1 juledg PIWVIEQ SRGER YDIYSRLLKDRIIMLTGPVED[¢MANS
NTDB id 337502 EQH33 RS03350 WP 000613477.1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS
NTDB id 282 KZH43 RS03215 WP 000613477.1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS
NTDB id 246 SPD RS03495 WP 000613477.1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS
NTDB id 244 SPR RS03300 WP 000613477.1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS
NTDB id 242 SP RS03655 WP 000613477.1 MIPVVIEQTSRGERSYDIYSRLLKDRITIMLTGPVEDNMANS
NTDB id 330 STU RS11365 WP 002949732.1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGP EDNMANS
NTDB id 298 STER RS01925 WP 002949732.1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGP EDNMANS
NTDB id 446 SpyMGJRS4 RS01695 WP 002985850.1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS
NTDB id 445 SPYM3 RS01720 WP 002985850.1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS
NTDB id 376 SMU RS07595 WP 255262720.1 INIIRSNOBIM IPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS
NTDB id 86 BSU 34540 NP 391334.1
NTDB id 1223 Cj0192c YP 002343650.1
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NTDB id 602 KW2 RS03060 WP 011834647.1 TASSGIWKGKRFMLPNAEYMITHQPMGGE\GINJGTQQTDMA INAENLLK TR}
NTDB id 611 V4T04 RS07970 WP 003129593.1 IASSGIWKGKRFMLPNAEYMIHQPMGGTGRGTQQTDMA INJAE[L LK TR)S
NTDB id 337502 EQH33 RS03350 WP 000613477.1 TASSGINKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRNEA
NTDB id 282 KZH43 RS03215 WP 000613477.1 TASSGIXKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRNMY
NTDB id 246 SPD RS03495 WP 000613477.1 IASSGINKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRIEN
NTDB id 244 SPR RS03300 WP 000613477.1 TASSGINKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRNMA
NTDB id 242 SP RS03655 WP 000613477.1 IASSGINKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLKTRIEY
NTDB id 330 STU RS11365 WP 002949732.1 TASSGIWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRAN
NTDB id 298 STER RS01925 WP 002949732.1 IASSGIWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLK TR
NTDB id 446 SpyMGJRS4 RS01695 WP 002985850.1 IASSGIWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLKTRIs#
NTDB id 445 SPYM3 RS01720 WP 002985850.1 TASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTR|:83
NTDB id 376 SMU RS07595 WP 255262720.1 IASSGKGKRFMLPNAEYIHQPMGGTGGGTQQ DMAIAAEE]LLKTR
NTDB id 86 BSU 34540 NP 391334.1 ..
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NTDB id 602 KW2 RS03060 WP 011834647.1 HDAERDWMAETLEYGFIDEIMNN . 199
NTDB id 611 V4T04 RS07970 WP 003129593.1 HIMDAERDBIWMIJAINETLEYGF IDEIMAN NN . 199
NTDB id 337502 EQH33 RS03350 WP 000613477.1 HIADAERDNWMSAQETLEYGFIDETMEINNSIL IS 196
NTDB id 282 KZH43 RS03215 WP 000613477.1 HIXDAERDNWMSAQETLEYGFIDEIMEINNS] . 196
NTDB id 246 SPD RS03495 WP 000613477.1 HIADAERDNWMSAQETLEYGFIDETIMEINNSIL IS 196
NTDB id 244 SPR RS03300 WP 000613477.1 HIADAERDNWMSAQETLEYGFIDEIMINNKILIS 196
NTDB id 242 SP RS03655 WP 000613477.1 HIADAERDNWMSAQETLEYGFIDETIMEINNSIL LS 196
NTDB id 330 STU RS11365 WP 002949732.1 HYDAERDNWMSAQETLEYGFIDETIMpSNN(NL KR 196
NTDB id 298 STER RS01925 WP 002949732.1 HWUDAERDNWMSAQETLEYGFIDEIMJYN N8 . 196
NTDB id 446 SpyM6JRS4 RS01695 WP 002985850.1 MWMSA ETLIWYGFIDEIMIANNINLKE 196
NTDB id 445 SPYM3 RS01720 WP 002985850.1 MWMSA ETLI\WYGFIDEIMANNIALKE 196
NTDB id 376 SMU RS07595 WP 255262720.1 HIAD AERD}M WMEA.ETLYGFIDEIMNN 204
NTDB id 86 BSU 34540 NP 391334.1 JFADY ° RDN -[§SA “EMLEY G I DIN Iy Ee) K 197
NTDB id 1223 Cj0192c YP 002343650.1 194
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