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NTDB id 337457 EQH34 RS08670 WP 000506410.1 IHIDGVDTKAMTRSEVHDAFSMVLQDTWLFEGTIRDNLIYNQIG...ISDERMMEASKAVGIHHFIMTLPDGYDTIL.DD 233
NTDB id 370 SMU RS04260 WP 002263294.1 ISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKH...ITDEQVIAAAKAVGVHHFIKTLPKGYDTVL.DD 476
consensus * **** * **** **********!***!!*!!***!****! **!*****! *******!* ****!*!!** **

logo

G
S
T

T
V
N
T
F
LSGVGQKQRLLATIACRALALRKKDPAEPS ILL I FLDDESAFTSASLVDYTKRTDERE I

L
L
I
R
Q
K
N
R

D
A
L
M
A
D
H
K
R

K
L
T
M
K
E
E
G
M
RTKSLF IVVIAQHR I

LSTIMRDNADHL I LVLMDKRQDGKNVIVI
NTDB id 369 SMU RS04255 WP 002263293.1 GTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHILVLDQGKVV 568
NTDB id 337457 EQH34 RS08670 WP 000506410.1 TVTLSVGQKQLLTIACALLKDASLLILDEATSSVDTRTEELIQKAMDRLMEGRTSFVIAHRLSTIRNADLILVMKDGNII 313
NTDB id 370 SMU RS04260 WP 002263294.1 SVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNII 556
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