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NTDB id 1306 DR RS10060 WP 027479822.1 .MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAALRSIRP 84
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NTDB id 1028 TT RS08215 WP 011173991.1 EKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPPPSGE...GQKDLK 167
NTDB id 33738 DEIDE RS11250 WP 012694083.1 QTSLTHQAFPFAV..EGGTLRVALVDPLSSLAIESLEDDSNLNIEPYQAMRDQILWAIATYYPELNLTAVSPDDLPESGNSGGGM 167
NTDB id 1306 DR RS10060 WP 027479822.1 QTALNLQAFPFAL..EGDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGASDAGRT.GGK 166
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NTDB id 1028 TT RS08215 WP 011173991.1 LGELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAALLLLRSDALRYGAV 251
NTDB id 33738 DEIDE RS11250 WP 012694083.1 LGQRLVARGLITDLQLQQALDAQQQTGEPLGITLVAQKAITEKQLYETLADQIGVPFINDTSAFSPTEDVLGSMLRADALRLNAV 252
NTDB id 1306 DR RS10060 WP 027479822.1 LGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVLGSMLRADALRLLAV 251
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NTDB id 1028 TT RS08215 WP 011173991.1 PIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSREALKEALEVQKGLPRAKPL 336
NTDB id 33738 DEIDE RS11250 WP 012694083.1 PVDETAQGVTIVTSDSRKREDIEALVGRSVQLVLARPADVDALIERFYPQRGRLGEQMVQQGLLSRAQLREALNVQSREGKVKPL 337
NTDB id 1306 DR RS10060 WP 027479822.1 PVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSRDQLREALQVQAREGKVKPL 336
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NTDB id 1028 TT RS08215 WP 011173991.1 RLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGKAELSEIAKEFAKKQAEE........EVPS 498
NTDB id 33738 DEIDE RS11250 WP 012694083.1 RFQGESLVVAMKDPRNVFALDDLKLITGR.....DVIPAVMAEKDITRLIERYYGNRDMADLNQKLVQESNKREREAKRNDDMDL 502
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NTDB id 1028 TT RS08215 WP 011173991.1 PLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRIDGALRPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVR 583
NTDB id 33738 DEIDE RS11250 WP 012694083.1 SAGLDDNAVVRVVDNLIREAALQEASDIHIEPTETSLRVRYRVDGVLREQPELPKGSSQSILARIKIMGNLDISERRVPQDGRVR 587
NTDB id 1306 DR RS10060 WP 027479822.1 .SVADESAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRIDGALREQNSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVR 580
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NTDB id 1028 TT RS08215 WP 011173991.1 YREGAIDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATP 668
NTDB id 33738 DEIDE RS11250 WP 012694083.1 FKKGSIDIDLRLSTLPTVYGEKAVMRLLQKASNIPEVENLGFSAYNMQRYLDVIEKPNGIFLVTGPTGSGKSFTSFSTLKRIARP 672
NTDB id 1306 DR RS10060 WP 027479822.1 FKKGSIDLDLRLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKP 665
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consensus *!!!*!!!!!*!!!*!!!*!*!!!* *!*!!!!!!!!!!!!!!!!!*!!!!!! !!!!!!*!!!!!!!*!*!!!!!!!!**!*!!

logo LDEEMGI
VEHNPFNIGSASALVI

M
VGVLSAQRLVRRVCEPSHECKAQVEPVTKNPADPDETVLRRLGLITSEADREDI LQRGANQRLYMKRGAMTGCENPRCGGTGYKGRMTYAGIHELLMVI

M
VDD

NTDB id 1028 TT RS08215 WP 011173991.1 LDEMGVEPFNISAALIGVLSQRLVRRVCEHCKVEVKPDPETLRRLGLSEAEIQGARLYKGMGCERCGGTGYKGRYAIHELLVVDD 838
NTDB id 33738 DEIDE RS11250 WP 012694083.1 LEEMGVEHFNIGASVVGVLAQRLVRRVCPECKAPTNADPDVLRRLGITEDDILGAQLMRGAGCNRCGGTGYKGRTGIHELMVIDD 842
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VALRTGKEFRKSGLMRKSTLREQDGLIDEYKALYQGLITTLEEVLARVTAISES
NTDB id 1028 TT RS08215 WP 011173991.1 EIRHAIVAGKSATEIKEIAR.RKGMKTLREDGLYKALQGITTLEEVLARTIE 889
NTDB id 33738 DEIDE RS11250 WP 012694083.1 PIRRAIGGGKNASEIRDVATKFSGMKTLRQDGIDKALYGITTLEEVLAVTSS 894
NTDB id 1306 DR RS10060 WP 027479822.1 SLRRTIGAGRPAAEIRDVALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS 887
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