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MI MYFFLVGSILASFLGLVIDRFPEQSII[M¥ASHCDSCEITIFLRPLDLIPILSQVFNRFRCRYCKVRYPVWYAIJFELGLG
MIDMYFFLVGSILASFLGLVIDRFPEQSIISJJASHCDSCQTRLRPLDLIPILSQVFN FRCRYCKINGYPVWYALELGLG]
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVEFNRFE®CRYCKVRYPVWYALFELGLG
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRFMCRYCKVRYPVWYALFELGLG

MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRFCRYCKVRYPVWYALFELGLG
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRFRCRYCKVRYPVWYALFELELG

MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTIYLRPLDLIPILSQVFNRFRCRYCKVRYPVWYALFELSJLG
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UGS TELTLNRRRE ALY THL LS IV DR AR

LLFLIY SIHQYLSLGQVILITAGLTLGIYDFRHQEYPLLVWMTFH IL AJeGWRIL M FL LGI AHFIDIRMGAGDFL
LLFLEYSW&JLSLGQVILITAGLTLGIYDFRHQEYPLLVWMTFHLIL ASSGWNLVMV)JFLRALGILAHFIDIRMGAGDFL
LLFLLYSWELLSLiQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL

LLFLLYSWIRLLSLSQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL
LLFLLYSWIRLLSLEQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL
LLFLLYSW/ALLSLGQV LITAGLTLGIYDF HQEYPLLVWMTFHLILIJSSGWNLVMVSFLILGILAHFIDIRMGAGDFL

LLFLLYSWEMLSLGQV LITAGLTLGIYDF HQEYPLLVWMTF@WLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL
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FLASC 219
FLASCALVFSHTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAJCVIIFGKLLLYV| 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLY 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLY] 219
219
219

X non conserved
B similar
B >50% conserved
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