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141 SP RS10155 WP 000588925.1 ... ... . e MMKELYEEVQGEWVYKCRNEYYLHLWELSDW
140 SP RS00070 WP 000588925.1 ... ... . . MBKELYEEVQGEVYKCRNEYYLHLWELSDW
488 SM12261 RS00065 WP 000471939.1 ... ... . i e MIIKELYEEVQGIVYKCRNEYRBILHLWELSDW
489 SM12261 RS01070 WP 000471940.1 ... i MRKELYEEVQGIVYKCRNEYYLHLWELSDW
517 SMSK321 RS10700 WP 000471945.1 ... ... . . .. MRIKELYJSEVQGIVYKSRNEYYLHLWELSDW
516 SMSK321 RS09125 WP 000471944.1 ... ... . ..., MRKELYJSEVQGIVYKSRNEYYLHLWELSDW
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