logo

NTDB id 1177 A1552VC RS01165 WP 000422572.1

NTDB id 1203 PSJM300 01605 AFN76401.1

NTDB id 1019 ACIAD RS04205 WP 004922051.1

NTDB id 33662 GAU RS13210 WP 015894380.1

NTDB id 1307 DR RS10055 WP 010888596.1

NTDB id 1116 NGFG RS10615 WP 003690200.1 BIPMIRVEIG

NTDB id 1086 NMV RS00245 WP 002218487.1 SPMIRVEIG

NTDB id 1185 GTF74 RS11940 WP 000350195.1 PPM R DG

NTDB id 1176 A1552VC RS01160 WP 000350195.1 PPM R DG

NTDB id 1283 ACE17W RS02630 WP 010947729.1 I4 SDLH SAG PPMIRVDG

NTDB id 1259 GC085 RS10305 WP 010947729.1 I4 SDLH SAG PPMIRVDG

NTDB id 1202 PSJM300 01600 AFN76400.1 MASDLHLS G PPMIRVDG

NTDB id 1194 PAKAF RS01995 WP 003084552.1 MASDLHLSAG PPMIRVDG

NTDB id 1020 ACIAD RS04210 WP 011182164.1 [ JASDLHLSAG PPMIRVDG

NTDB id 1081 FDQ49 RS05335 WP 006581387.1 @ASDLHLSAG PPMIRVDG

NTDB id 1060 ABD1 RS04380 WP 000355489.1 MASDLHLSAG PPMIRVDG

NTDB id 1040 HON27 RS13360 WP 000355489.1 @ASDLHLSAG PPMIRVDG

consensus Hok ko |skokokokok Dl skostokokok | oxoskokok * 1 kok

St R o AR T Ll
V/E\l[.éaNKM ‘N\./H\B ETl—q LéSEE St s =

NTDB id 1177 A1552VC RS01165 WP 000422572.1

NTDB id 1203 PSJM300 01605 AFN76401.1

NTDB id 1019 ACIAD RS04205 WP 004922051.1

NTDB id 33662 GAU RS13210 WP 015894380.1 N - RER[ENFINQRISAUUVIRIYT Pige

NTDB id 1307 DR RS10055 WP 010888596.1 BCARFRVNAFNIQRIGAUG VIUIRIRIP gy

NTDB id 1116 NGFG RS10615 WP 003690200.1 8 ARFRVNAFNJNERGIY AVFRTIPSHN

NTDB id 1086 NMV RS00245 WP 002218487.1 ARFRVNAFNERERG|Y AVEFRTIPSN

NTDB id 1185 GTF74 RS11940 WP 000350195.1 RFRVNAFBIOERGONSAVERTIP |y

NTDB id 1176 A1552VC RS01160 WP 000350195.1 RFRVNAFEBIQERGOSAVFRTIP |4

NTDB id 1283 ACE17W RS02630 WP 010947729.1 ARFRVNAFNQSRGEY AVFRTIPS)

NTDB id 1259 GCO85 RS10305 WP 010947729.1 ARFRVNAFNQSRGE\ AVFRTIPS|

NTDB id 1202 PSJM300 01600 AFN76400.1 ARFRVNAFNQNRGE\GAVERTIPS)o

NTDB id 1194 PAKAF RS01995 WP 003084552.1 ARFRVNAFNQNRGE\GAVEFRTIPS|o

NTDB id 1020 ACIAD RS04210 WP 011182164.1 ARFRVNFNQRGINGAVFRTIPS[

NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ARFRVNAFNQNRGE\GAVERTIPS)S

NTDB id 1060 ABD1 RS04380 WP 000355489.1 ARFRVNAFNQNRGEGAVEFRT IP S|

NTDB id 1040 HON27 RS13360 WP 000355489.1 ARFRVNAFNQNRGE\GAVERTIPS|o

consensus

¥ U0 Lkorr kk ok ok Dk k]

k okkokkokkok okk  kokk kk %

SVRRINL A

AT

IMNDAQRE
IMND QR
IMND

IMND

IMND

IMND

IMND

IMND

. IMND

* % % * % * * * X * %

T Tla e Sl S S SIS

1% AMANRGLVLVTGPTGSGKSTTLAAY
I AMSRGLVLVTGPTGSGKSTTLAAY
ISTPPAYPRGLVLVTGPTGSGKSTTLAAM
I PAMPRGLVLVTGPTGSGKSTTLAAM
I TOMPRGLVLVTGPTGSGKSTTLAAM
DITOPMPRG VLVTGPTGSGKSTTLAAM
I T@MPRG VLVTGPTGSGKSTTLAAM
DIT[OPMPRG VLVTGPTGSGKSTTLAAM
Pookokokoe Do D e DT Dok |

148
150
151
159
154
150
150
150
150
150
150
150
150
150
150
150
150



Vs W T AUED L D TAE E

EDPIEFVH|#IK C 228

logo
EEEH

NTDB id 1177 A1552VC RS01165 WP 000422572.1

NTDB id 1203 PSJM300 01605 AFN76401.1 EDPIEF H[ap{elC 230
NTDB id 1019 ACIAD RS04205 WP 004922051.1 EDPIEF H|®¥INEC IENQREV[ERND Ty 231
NTDB id 33662 GAU RS13210 WP 015894380.1 EDPIEF Hjidsl NNC INQREV[EF\DTISSFISJAL MALREDPD 239
NTDB id 1307 DR RS10055 WP 010888596.1 EDPIEF H@YKIYS] INQREVESDTIRSEFBIBALR ALR EPD 234
NTDB id 1116 NGFG RS10615 WP 003690200.1 EDPIEFVHESKKSLINQRE H[rpIT)® ANALHSALREDPD 230
NTDB id 1086 NMV RS00245 WP 002218487.1 EDPIEFVHMSKKSLINQRE H[ITIMSFEWALRSALREDPD 230
NTDB id 1185 GTF74 RS11940 WP 000350195.1 EDPIEFVHSIWNKCLINQREVH WJALRSALREDPD 230
NTDB id 1176 A1552VC RS01160 WP 000350195.1 EDPIEFVHSWKCLINQREVH WMALRSALREDPD 230
NTDB id 1283 ACE17W RS02630 WP 010947729.1 EDPIEFVHEMSKKCL NQREVH WINALRSALREDPD 230
NTDB id 1259 GC085 RS10305 WP 010947729.1 EDPIEFVHRMSKKCL NQREVH WINALRSALREDPD 230
NTDB id 1202 PSJM300 01600 AFN76400.1 EDPIEFVHIMSJKKCL NQREVH MIDALRSALREDPD 230
NTDB id 1194 PAKAF RS01995 WP 003084552.1 EDPIEFVHI®SKKCL NQREVH BINALRSALREDPD 230
NTDB id 1020 ACIAD RS04210 WP 011182164.1 EDPIEFVHINYKKCLINQREVH WAALRSALREDPD 230
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 EDPIEFVHESKKCLINQREVH IPNALRSALREDPD 230
NTDB id 1060 ABD1 RS04380 WP 000355489.1 EDPIEFVHESKKCLINQREVH WAALRSALREDPD 230
NTDB id 1040 HON27 RS13360 WP 000355489.1 EDPIEFVHMSKKCLINQREVH IPNALRSALREDPD 230
consensus % ULakkLUUDT okl okrmkr D Dakokr b sk D haokr b hard bxd Dl Lk le Dk ok lkrkt L1111 1
TSMRTIPRLDN e Ve L ol Rt AR&LREM NI
K] Fv.f\EéKé LIRS VKE Bl Ady Dl ,?L ROYAY, s /XA

NTDB id 1177 A1552VC RS01165 WP 000422572.1 308
NTDB id 1203 PSJM300 01605 AFN76401.1 310
NTDB id 1019 ACIAD RS04205 WP 004922051.1 311
NTDB id 33662 GAU RS13210 WP 015894380.1 319
NTDB id 1307 DR RS10055 WP 010888596.1 Q 314
NTDB id 1116 NGFG RS10615 WP 003690200.1 [MAAKT DRI DVFPA[EEK INDIGNGRVA HEIMI WPA RNLIREWNK iNQISUS\U 310
NTDB id 1086 NMV RS00245 WP 002218487.1 @AAKT DRI DVFPA[EEK IGDIGN[GRVA HEIJMI WPA RNLIRENK pNQISUS\U 310

NTDB id 1185 GTF74 RS11940 WP 000350195.1 SAAKTIDRIIDVFP § K

NTDB id 1176 A1552VC RS01160 WP 000350195.1 SAAKTIDRIIDVFP B K

NTDB id 1283 ACE17W RS02630 WP 010947729.1 NISAlNKTI RIIDVFPAEEKEMVRSIMLSESLNAV EQHN]
NTDB id 1259 GCO85 RS10305 WP 010947729.1 JWSAPWKTI RIIDVFPAEEKSMVREMLSESLNAV EQS]
NTDB id 1202 PSJM300 01600 AFN76400.1 SAAKTIDR DVFPAEEKEMVREMLSESLNAVI
NTDB id 1194 PAKAF RS01995 WP 003084552.1 SAAKTIDR DVFPAEEKEIMVRSMLSESL[{N VI
NTDB id 1020 ACIAD RS04210 WP 011182164.1 SAAKTIDRIIDVFPAEEK MVR@MLSESL[NAVI
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 SAAKTIDR IDVFPAEEK MVRIAMLSESL{NAVI
NTDB id 1060 ABD1 RS04380 WP 000355489.1 SAAKTIDR IDVFPAEEK MVREWMLSESL[NAVI
NTDB id 1040 HON27 RS13360 WP 000355489.1 SAAKTIDR IDVFPAEEK MVRINWMLSESL[NAVI
consensus Kook | ko ok ok ok | ok ok ok ok ok ok ok ok ok ok ok ok * | koK ok | IEE Kook | ok ok ok ok |

MUGGGRVAMHEIM PAIRNLIREPKVAQMYSHIQTG 309
MUGGGRVA[MHEIM PAIRNLIREWKVAQMYSHIQTG 309
MUSGGRVAAIRETIM MATRNLIREWNK AQMYSHIQTGIN 309
BUYGGRVAAIREIM C AIRNLIREWK AQMYSHIQTGN 309
MUYGGGRVAAHEIMI PAIRNLIRENKVAQMYSHIQTG 309
WIIGGGRVAAHEIMI PAIRNLIREPKVAQMYSEIQTG 309
NUGGGRVAAHEIMI MPAIRNLIRE@KVAQMYSEIQTG 309
BIGGGRVAAHEIMI MPAIRNLIRENKVAQMYSEIQTG 309
BIGGGRVAAHEIMI MPAIRNLIREMKVAQMYSI\IQTG 309

BUGGGRVAAHEIMI MWPAIRNLIRENKVAQMYSINIQTG 309
*okokokokokokokokxk || Kok kokokk ok *




logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

33662 GAU RS13210 WP 015894380.1

1307
1116
1086
1185
1176
1283
1259
1202
1194
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019

DR RS10055 WP 010888596.1
NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

33662 GAU RS13210 WP 015894380.1

1307
1116
1086
1185
1176
1283
1259
1202
1194
1020
1081
1060
1040

consensus

DR RS10055 WP 010888596.1
NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

SRR RV E TR = L EEOsEaEEFEs=

GSGSLQNVKID ME. oo oo

LLHADSSN LRLMIKLGSETDGEHLTSVS QGLTLE. .MSDDDPGRSFR. . ..
ILKHIADSPNNLRLQIKLSEEANKPLDNRERMSEMERK. .MTFDGQRRNLK....
FLRMIGKSPNDDGSGQS................ STQNGNRPGDRTM
LERMIDPKEFARLANDASAGLGGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAA

RRREIONSESMSE . .

INIKHTEHEARLNK . SLI. . . . o e
INIKHTEHEABILNK . ST . . . . . e i e
ISIRDSINKEKENKQP (BINI . . . . e

S RENIREKIKIP BN . . . o oo
UNLPTIRAVINKSP BSH. . . o o oot e
P QTR TAIKQP BSHL . . . o oo e
P QTIRTAIKQP . BSHL . . . o . o oo
P QTR TAIKQP BSHL . . . o oot e e

........................ 368
........................ 381
........................ 383
AG....... AKR............ 388
APATPAAPAAGRSEPGRAGGFGRR 418
........................ 347
........................ 347
........................ 345
........................ 345
........................ 344
........................ 344
........................ 344
........................ 344
........................ 344
........................ 345
........................ 345
........................ 345

X non conserved
B similar
>50% conserved

368
381
383
383
394
347
347
345
345
344
344
344
344
344
345
345
345



