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NTDB id 1384 A4U84 RS08525 WP 010787006.1 QTTLLNALKQPQGLILVTGPTGSGKSITLYSALNYLNQ.MDKHILTAEDPVEIEIDGLIQTQVNRSIQLDFSQLLRTFLR 319
NTDB id 336535 EQZ20 RS14735 WP 046129974.1 TAKLLSFLKHSHGLLIFTGPTGSGKTTTLYSLIEYAKQHFNRNIITLEDPVESRSEHVLQVQVNEKAGMTYSAGLKAVLR 205
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