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TDNRSTHLEEKYTWDLSTTI FATDAADWETEAYDESLTLVAQADI
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KARSAQQYAGHLLDSASKSNSLLDGAITELHYLMESLAMRRLVEKI

VYVYASMKNDQDTTV
NTDB id 33514 SEQ RS03390 WP 012679215.1 MTDNRSHLEEKYTWDLSTIFATDAAWETEADSLLAAIEAARQQAGHLLDSSSSLLDITELHLELARRVEKVYVYASMKNDQDTTV 85
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKNDQDTTV 85
consensus !*!!!*!!!!!!!!!!*!!!!!!! !!!! *! * * ! !!!!!!! !! !!!** ! !!*!!*!!!!!!!!!!!!!!

logo
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K
LYQEYQAKASGNI

LYASKQFLSEAFASFYFYEPEFMALDSDQEKAKLYAQAEFKLAEEQETPEGLGTLVYDHFYFDEKRLFLAKNTKRDEHVLSQAEAEEELLAAGAGQDE I FNGAPETDET
NTDB id 33514 SEQ RS03390 WP 012679215.1 AKYQEYQAKASGIYAKFSEAFSFYEPEFMALSQEAYQAFLAETPELTVYDHFFDKLFKTREHVLSQAEEELLAGAQEIFNGAEET 170
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAAGDIFNGPTDT 170
consensus * !!!!!!!!! *! !!!! **!!!!!!! ! ! ! *!!!*!**! **!!!!! !!!!!*! *!!!!* *!

logo FNS IVLDNADIALFP I
WVSTDNDGKQGDEEVVELTHGNF I STLMESKDRDKI

VRKRAGAYEAMYGSTYEQFQHTYAKQTLQGTNVVKVHQNYKQAKRVHRHKYANSARHQA
NTDB id 33514 SEQ RS03390 WP 012679215.1 FSILDNADIAFPIVTNDKGEEVELTHGNFISLMESKDRKVRRAAYEAMYSTYEQFQHTYAKTLQTNVKVQNYKARVHKYASARQA 255
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVHNYQAKVRHYNSARHA 255
consensus ! *!!!!!! !! !* !* !!!!!!!!!*!!!!!!! *!**!!!!!! !!!!!!!!!! !!! !!!*!! !*!**! !!!*!

logo ALMASANF IPEASVYDSTLLENSVNKHLPLLHRYLDKLRKQEKVLGLDDELKMYDVYTPLSETDELTAI
L
G
TYDEEASLEKKAEEKVLAI

VFGEQDEYSEKGRVHARA
NTDB id 33514 SEQ RS03390 WP 012679215.1 AMSANFIPEAVYDTLLENVNKHLPLLHRYLKLRQEVLGLDDLKMYDVYTPLSETDLAIGYDEALEKAEKVLAVFGQDYSERVHRA 340
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLKKAEEVLAIFGEEYSKGVHAA 340
consensus !* !!!!!! !!!*!!! !!!!!!!!!!!! !! !!!!!*!!!!!!!!!!!!!* !* !*! ! !!! !!!*!! *!! !! !

logo FTERWIDVHPVNKGKRSGAYSGGASYDTNAFMLLNWQDTLDNLFYTLVHETGHSLHSTFTREQTQPYVYGDYPS I FLAE IASTTNENI LMT
NTDB id 33514 SEQ RS03390 WP 012679215.1 FTERWIDVHVNKGKRSGAYSGGSYDTNAFMLLNWQDTLDNLYTLVHETGHSLHSTFTRETQPYVYGDYSIFLAEIASTTNENIMT 425
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQTQPYVYGDYPIFLAEIASTTNENILT 425
consensus !!!!!!!!!*!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!! !!!!!!!!!*!!!!!!!!!!!!!!*!

logo EATLLHKEVKQDDKETRFAI LNHYLDGFKRGTVFRQTQFAEFEHAIHEQADAQNSGEQI
VLTASDEFYLMNKNLYADLNEKYYGNLKAKEDNHYEF IQFYEWAER I

NTDB id 33514 SEQ RS03390 WP 012679215.1 EALLHEVQDDKERFAILNHYLDGFRGTVFRQTQFAEFEHAIHQADQNGEVLTSEYLNNLYADLNEKYYGLKKEDNHFIQYEWARI 510
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADFMNKLYADLNEKYYNLKAEDNYEIQFEWERI 510
consensus ! !!*!! !!! !!!!!!!!!!!!*!!!!!!!!!!!!!!!!! !! ! *!! ***! !!!!!!!!!! !! !!!* !!*!! !!

logo PHFYMYNYYVYQYATGFAAASYLADEKIVHGTEQEDI
K
D
E
A
HYLTYLKASGNSSDYPLEVIAKKAGVDMATKNGTDYLDEAAFKRVFEDERLTVELEADLVAE

NTDB id 33514 SEQ RS03390 WP 012679215.1 PHFYYNYYVYQYATGFAAASYLADKIVHGTQEDIDHYLTYLKSGNSDYPLEVIAKAGVDMAKGDYLEAAFRVFEERLTELEDLVA 595
NTDB id 480 HSISS4 RS02090 WP 002890133.1 PHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVE 595
consensus !!!! !!!!!!!!!!!!!!!!!!*!!!!!! !! **!!!!!! ! !!!!!!!! !!!!!! !!!*!!!*!!!*!! !!! !!
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RGAVHLS

NTDB id 33514 SEQ RS03390 WP 012679215.1 RGAHL. 600
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KGVHLS 601
consensus *! !!*
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