logo

NTDB id 334445 EQG65 RS08045 WP 001805151.

NTDB id 22 SA RS07995 WP 001557362.1
NTDB id 38 MW RS08220 WP 001566670.1
consensus

logo

NTDB id 334445 EQG65 RS08045 WP 001805151.

NTDB id 22 SA RS07995 WP 001557362.1
NTDB id 38 MW RS08220 WP 001566670.1
consensus

logo

NTDB id 334445 EQG65 RS08045 WP 001805151.

NTDB id 22 SA RS07995 WP 001557362.1
NTDB id 38 MW RS08220 WP 001566670.1
consensus

logo

NTDB id 334445 EQG65 RS08045 WP 001805151.

NTDB id 22 SA RS07995 WP 001557362.1
NTDB id 38 MW RS08220 WP 001566670.1
consensus

logo

NTDB id 334445 EQG65 RS08045 WP 001805151.

NTDB id 22 SA RS07995 WP 001557362.1
NTDB id 38 MW RS08220 WP 001566670.1
consensus

logo

NTDB id 334445 EQG65 RS08045 WP 001805151.

NTDB id 22 SA RS07995 WP 001557362.1
NTDB id 38 MW RS08220 WP 001566670.1
consensus

D VLISV HELL R L 65 A I R

ML VALSMIVGVLWNSSKVLSTFLFILLLYITYRKNKIVYAPISLFLIIFS WYLHYSQQAIFNYINYIERNSQFNERAQ
MLYVALSMIVGVLWNSSKVLSTFLFILLLYITYRKNKIVYAPISLFLIIFSSWYLHYSQQAIFNYINYIERNSQFNERAQ

MLYVALSMIVGVLWNSSKVLSTFLFILLLYITYRKNKIVYAPISLFLIIFSSWYLHYSQQAIFNYINYIERNSQFNERAQ
Pl DLttt

TR AN BUARTA L

VIQIQRQGSDTYKGRLSLKNEIYPFFLTDKKNFDLKKIESRNCIVKGQFKVNDNKFVTLKLQSIVVQSCLESNRSNLIEK
VIQIQRQGSDTYKGRLSLKNEIYPFFLTDKKNFDLKKIESRNCIVKGQFKVN NKFVTLKLQSIVVQSCLESNRSNLIEK
VIQIQRQGSDTYKGRLSLKNEIYPFFLT KKNFDLKKIESRNCIVKGQFKVNDNKFVTLKLQSIVVQSCLESNRSNLIEK

G IR0 DR LT VRN LA S AL VLU LV

HKQFIMNRIYDSGIKFPDRIMALITGDVKE NEQFKERVKEIGIYHLLAVSGSHIAAIVFLIYQPLKRLNLPLFVIKGIT
HKQFIMNRIYDSGIKFPDRIMALITGDVKEINEQFKERVKEIGIYHLLAVSGSHIAAIVFLIYQPLKRLNLPLFVIKGIT
HKQFIMNRIYDSGIKFPDRIMALITGDVKEINEQFKERVKEIGIYHLLAVSGSHIAAIVFLIYIMPLKRLNLPLFVIKGIT

e SRR TV TRONR LR UL RSRSEH PG

IIVLALFAQYTNYAPSAVRAIIMTTLVL ITKQIKIKGIQLLAFAFIIMFILNPLVVYDIGFQFSFIISFFIMLLFPFLQ
IIVLEL AQYTNYAPSAVRAIIMTTLVLLITKQIKIKGIQLLAFAFIIMFILNPLVVYDIGFQFSFIISFFIMLLFPFLQ
IIVLALFAQYTNYAPSAVRAIIMTTLVLLITKQIKIKGIQLLAFAFIIMFILNPLVVYDIGFQFSFIISFFIMLLFPFLQ

OSHLELTHALAH W ALV IO L DILH TV LN LSE

QLSKLQSLFIITFIAQLASFIVAIPRFHQLQWVGFLSNLIFVPYYSIILFPLSILFFITSHFIVGLTPLNYLVDLSFNFH
QLSKLQSLFIITFIAQLASFIVAIPNFHQLQWVGFLSNLIFVPYYSIILFPLSILFFITSHFIVGLTPLNYLVDLSEFNFH
QLSKLQSLFIITFIAQLASFIVAIPNFHQLQWVGFLSNLIFVPYYSIILFPLSILFFITSHFIVGLTPLNYLVDLSFNFH

L

DWLLDLFTRIKQSHFSVPKFNDWIFI FIISVYYIFWLLAKRKYILVTFWTIIILTLLITFPTNSHHKITMLNVGQGDSI
DWLLDLFTRIKQSHFSVPKFNDWIFIIFIISVYYIFWLLAKRKYILVTFWTIIILTLLITFPTNSHHKITMLNVGQGDSI
DWLLDLFTRIKQSHFSVINKFNDWIFIIFIISVYYIFWLLAKRKYILVTWYWTIIILTLLITFPTNSHHKITMLNVGQGDSI

160
160
160

240
240
240

320
320
320

400
400
400

480
480
480



logo

NTDB id 334445 EQG65 RS08045 WP 001805151.1
NTDB id 22 SA RS07995 WP 001557362.1

NTDB id 38 MW RS08220 WP 001566670.1
consensus

logo

NTDB id 334445 EQG65 RS08045 WP 001805151.1
NTDB id 22 SA RS07995 WP 001557362.1

NTDB id 38 MW RS08220 WP 001566670.1
consensus

logo

NTDB id 334445 EQG65 RS08045 WP 001805151.1
NTDB id 22 SA RS07995 WP 001557362.1

NTDB id 38 MW RS08220 WP 001566670.1
consensus

logo

NTDB id 334445 EQG65 RS08045 WP 001805151.1
NTDB id 22 SA RS07995 WP 001557362.1

NTDB id 38 MW RS08220 WP 001566670.1
consensus

V

e ML RTINS K LR et L Y

LYEGGKNQNVLIDTGGKVIDDTKQPSYSISKYHILPTLNERGINELEYLILTHPHNDHIGEVEYIISHIKIKHIVIYNKG
LYEGGKNQNVLIDTGGKVIDDTKQPSYSISKYHILPTLNERGINELEYLILTHPHNDHIGEVEYIISHIKIKHIVIYNKG
LYEGGKNQNVLIDTGGKVIDDTKQPSYSISKYHILPTLNERGINELEYLILTHPHNDHIGEVEYIISHIKIKHIIYNKG|

(OO LKL DRAESHRDSEL A ACKRIER 1 TORALL L

YSSNTLMLLSKLSHKYNIKLMDVRQVSSFKLGDSSFLFFDSFIPNSRDKNEYSIITMITYQNKKVLLMGDASKNNESLLL
YSSNTLMLLSKLSHKYNIKLMDVRQVSSFKLGDSSFLFFDSFIPNSRDKNEYSIITMITYQNKKVLLMGDASKNNESLLL
YSSNTLMLLSKLSHKYNIKLWDVRQOVSSFKLGDSSFLFFDSFIPNSRDKNEYSIITMITYQNKKVLLMGDASKNNESLLL

L EDILA s STSEE RS S L ATENRUR BRI LN

KKYNLPEIDILKVGHHGSKTSSSKEFIEMIKPKISLISSGKNNMYHLPNIEVVKRLQRIRSRIYNSQQONGQVTIDLDDNL
KKYNLPEIDILKVGHHGSKTSSSKEFIEMIKPKISLISSGKNNMYHLPNIEVVKRLQRIRSRIYNSQQNGQVTIDLDDNL

KKYNLPEIDILKVGHHGSKTSSSKEFIEMIKPKISLISSGKNNMYHLPNIEVVKRLQRIRSRIYNSQQNGQVTIDLDDNL
N

(AN

KVDSESYGNASG L K]
KVDSNSYGNASG L K]
KVDSNSYGNASG L K]

X non conserved
B similar
>507% conserved

560
560
560

640
640
640

720
720
720



