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MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS
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NHQFTPD IGFI LY LEQL BINMSLD EIGSGTGNLABITI NpiiSiE{y IilY G E DDLLIDLSASIA ESSENE QEDAVR
NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSSVHFVQEDAVR
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PQ LKESD IISDLPVGFYPNDIIABRYQVA BISHTYAHHLLMEQ LKYLKK GIJAIFLAPV LL SigQSEILLK{NWLICERENN [N
PQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL
PQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL
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AVISLPEATFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
AVISLPEATIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317

NN NN ey oy N R N ol Ry oy N N Ry ey o N ey W N e N N

K non conserved
B similar
>507% conserved

170
170
170

255
255
255



