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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 334097 EKK97 RS20465 WP 159554785.1 .MARGVNKVILIGNLGQDPEVRFMPSGSPVANLRVATTDTWTDKQSGQRQERTEWHSVVLFNRLAEIAQQYLKKGSRVYL 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANEMKMLGGRNENS.......................GGAPYEEGYGQSQE..AYQR 131
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANEMKMLGGRNENS.......................GGAPYDEGYGQSQE..AYQR 131
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGDVLQMLDSRSSGGDFGGNQGSGWNQ.............APAQTNYNQ....GGYSD 141
NTDB id 334097 EKK97 RS20465 WP 159554785.1 EGRLQTRKWQGQDGQDRYTTEIVCNDMQMLDSRS..GDFGGQAGAGMPQQQGGGYGAPQGAPAPQQGGYGAPPQGGGYAN 157
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQML.....GGRAQQ...............GGMPAQGGMNVPAQQGSWGQ 140
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logo

NAY
P
P
Q
AQ

N
P
Q
A
G
N
S
G
N
R
F
Y
G
NGGNQKPAQHQTPQARSPAMQDQAPAGQPGQSAKQHPQEQGYAGPQAKSAPQPSRNQRQYAGNPAVQPDAEPAEGPASPFMPVMDENDI

FDDEDIPF
NTDB id 1103 NMB RS07590 WP 002212976.1 .PAQQSR......QPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 .PAQQSR......QPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NYAQNNNFNGGN.ATRPQPAQKP..........AAQAEPPMDNFDDDIPF 180
NTDB id 334097 EKK97 RS20465 WP 159554785.1 .APQQGGYGGGQPQQRPAPGGQPQQGGQKQSNYGAPDPGSFDDFDDEIPF 206
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .PQQPA......KQHQPMQQSAPQQY..SQPQYN....EPPMDFDDDIPF 177
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