logo

NTDB
NTDB
NTDB
NTDB
NTDB

id 33409 SPT RS09640 WP 001036785.
id 262 KZH43 RS08770 WP 001036779.

id 221 SPD RS09380 WP 001036779.1
id 187 SPR RS08930 WP 001036779.1
id 152 SP RS09870 WP 001036779.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB

id 33409 SPT RS09640 WP 001036785.
id 262 KZH43 RS08770 WP 001036779.

id 221 SPD RS09380 WP 001036779.1
id 187 SPR RS08930 WP 001036779.1
id 152 SP RS09870 WP 001036779.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB

id 33409 SPT RS09640 WP 001036785.
id 262 KZH43 RS08770 WP 001036779.

id 221 SPD RS09380 WP 001036779.1
id 187 SPR RS08930 WP 001036779.1
id 152 SP RS09870 WP 001036779.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB

id 33409 SPT RS09640 WP 001036785.
id 262 KZH43 RS08770 WP 001036779.

id 221 SPD RS09380 WP 001036779.1
id 187 SPR RS08930 WP 001036779.1
id 152 SP RS09870 WP 001036779.1

consensus

WL

LT

AL AL THY

L

A

W

Q
MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGAFIVNGNKT]
MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGAFIVNGNKT]

MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGAFIVNGNKT]

MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGAFIVNGNKT
DL b ettt ettt bbbttt bttt

|

NLDAKVSSKPYADNKTKTVGKETVPTVANALLSNATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGHLLGYALIGGL
NLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGHLLGYALIGGL
NLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGHLLGYALIGGL
NLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGHLLGYALIGGL

NLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGHLLGYALIGGL
PEEE b b bbb bbb b bbbt et

s EOA G IMEN RN Rag

DGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVP
DGFDASTSNPKNIAVQTAWANQAQAEYSTGONYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVP)
DGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVP
DGFDASTSNPKNIAVQTAWANQAQAEYSTGQONYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVP)

DGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVP
Prprr e e e e e rrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrnnd

274
274
274
274
274

X non conserved
B similar
>507% conserved

170
170
170
170
170

255
255
255
255
255



