
logo

MA
M
A
M
S

A
M
R
S
G
L
VNKVI ILVIGTNRLGNQRDPDEMVKRTYAMAPSNGDGNEAI

VCATNI
F
L
N
T
S
I
VATSEQSTWRTNDRKMASNTGEQKQRKQRVEVKRTEWHNRVIVTFILMF

Y
G
R
R
K
Q
LAEVIAGEQYLTKRKGGSKLQVYI

V
L

NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 334038 EPV75 RS02160 WP 128384304.1 .MARGVNKVILVGTLGRDPEVKYAANGNAIANLNVATSEQWTDKASGQKQEKTEWHRVVIFGKLAEIAGQYLTKGSQVYL 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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logo EGQKR I
L
K
Q
S
TRKYWQGDKQSDNTGI

Q
E
DRTYTASYTDEVIQVGVAI

Q
D
G
F
YNDG

N
I
Q
V
E
L
MKQMLDGSGGRANSQRSENGQSSGDGFMAGPAGYENQDGNQEGFMSYNGAVQPQSAGQAQEPQAGQMSWYGNQQRAPTQPQNPAKMGQGHNQPMGQGQASAPPQTQNQ

NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKD.GIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQSQEA..YQR...PA...........QQ 135
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKD.GIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQSQEA..YQR...PA...........QQ 135
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQN.GQDRYTTEIQG....DVLQMLDSRSS.GGDFGGNQGSG.......WNQA..PA..........QTN 133
NTDB id 334038 EPV75 RS02160 WP 128384304.1 EGKLQTRKWQDQNTGQDRYSTEVV.IDFNGQMQMLGGGSR.QSDAPYDNGFGAQGAPQM...TQPNAMGGNPMGGAPQQQ 154
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQS.GQDRYSTEVVVQGYNGIMQMLGGRAQ.QGGMPAQGGMNVPAQQGSWGQPQQPAKQHQPMQQSAPQQ 158
consensus !!****!!*!** !**!******* **!!*** ****** !** ** *! **
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NTDB id 1131 NGFG RS05740 WP 003695064.1 SRQPAPDA.......PSHPQ.EAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 SRQPASDA.......PSHPQ.EAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 YNQGGYSDNYAQNNNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 334038 EPV75 RS02160 WP 128384304.1 AAQPNYGQQTP.QQGFGGGQ.QPNNPAPAQQVPAYTANDFDDDDVPF 199
NTDB id 1166 A1552VC RS00795 WP 000168289.1 YSQPQYNE...........................PPMDF.DDDIPF 177
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