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NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 333957 EPT58 RS02565 WP 003646183.1 MINRTILVGRLTRDPELRYTNGGAAVATFTIAVNRQFTNQNGEREADFISCVIWRKAAENFANFTHKGSLVGIDGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!!**!!!!!!*!**!!!! !!!!*!!**!!!!*!!!**!*!!!!!!*!!*!!* !!!*!!!**!!!!*!*!!!*!!!

logo NYENQQGVQRVFYVTEVQVAVDESNVFQSFLLEPSKRANTETSTEQRHRQGSADNGAGGSGNSGNQGNFYNENSGNQNNSNGYGGSNQYQFGSGQFNATASPQQGSGSAGNQNDNNPFGGNGNNQNTGNNAS
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKN........GGGSGSGGYNEGNSGGGQYF.......GGGQNDNPFGGNQNN... 142
NTDB id 333957 EPT58 RS02565 WP 003646183.1 NYENQQGVRVYVTEVVVENFSLLESRAESERHQSANGGSGNNNYNNNNNGYSNQGQNAAPQQSSANNNNPFGNGNTGNAS 160
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGA...SQNFNSNQSNGSQQSGFTSPQQ.................. 139
consensus !!!!!!!*!!*!!!!*******!!** ** * *********! ******** *** *** **** *
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NTDB id 113 BSU 40900 NP 391970.1 ...QRRNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 333957 EPT58 RS02565 WP 003646183.1 SAAPSSSANNNNQADPFANNGDQIDISDDDLPF 193
NTDB id 624 LCA RS00040 WP 011373726.1 ..TGNAPAANNTQADPFANNGQAIDISDDDLPF 170
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X non conserved

X similar

X ≥ 50% conserved


