logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

358 SMU RS01425 WP 002263523.1
421 SGO RS10260 WP 012131060.1

483 SM12261 RS00275 WP 000668315.
511 SMSK321 RS10730 WP 000668322.

33364 SPT RS00410 WP 000668293.1
247 KZH43 RS00220 WP 000668290.1
206 SPD RS00235 WP 000668290.1
171 SPR RS00230 WP 000668290.1
131 SP RS00255 WP 000668284.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

358 SMU RS01425 WP 002263523.1
421 SGO RS10260 WP 012131060.1

483 SM12261 RS00275 WP 000668315.
511 SMSK321 RS10730 WP 000668322.

33364 SPT RS00410 WP 000668293.1
247 KZH43 RS00220 WP 000668290.1
206 SPD RS00235 WP 000668290.1
171 SPR RS00230 WP 000668290.1
131 SP RS00255 WP 000668284.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

358 SMU RS01425 WP 002263523.1
421 SGO RS10260 WP 012131060.1

483 SM12261 RS00275 WP 000668315.
511 SMSK321 RS10730 WP 000668322.

33364 SPT RS00410 WP 000668293.1
247 KZH43 RS00220 WP 000668290.1
206 SPD RS00235 WP 000668290.1
171 SPR RS00230 WP 000668290.1
131 SP RS00255 WP 000668284 .1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

358 SMU RS01425 WP 002263523.1
421 SGO RS10260 WP 012131060.1

483 SM12261 RS00275 WP 000668315.
511 SMSK321 RS10730 WP 000668322.

33364 SPT RS00410 WP 000668293.1
247 KZH43 RS00220 WP 000668290.1
206 SPD RS00235 WP 000668290.1
171 SPR RS00230 WP 000668290.1
131 SP RS00255 WP 000668284.1

consensus

1
1

1
1

1
1

oo K ROLD SN LN

MKQVIYVVLIVIAVNILLEITKRVTKRGGTVSSSNPLPDGQSKL|3WEA;RYK L ViZNERY T RIDISIEPINVINAS\YA K HYEESINNY S BN Y IR0

MMRPQVDOMDCGVASLAMVFGYYGSYYFLAHLREL
BRRPQVDOMDCGVASLAMVFGYYGSYYFLAHLREL
MRRPQVDOMDCGVASLAMVEGYYGSYYFLAHLREL
BRRPQVDOMDCGVASLAMVFGYYGSYYFLAHLREL

BRPQVDOMDCGVASLAMVEFGYYGSYYFLAHLREL

0T D L s

KTNIQNGTTALG V|o¥tAl®8 GFETR IKADMTLEFDMUDLT PF |JHV K[y L{NHYYVVGEINY [N

AKTTRIDGTTALGLVKVAE[$] [JFETRAJKADM LFDLJX PF AH LK GKLLHYYVVTGQDK[E| IHIADPDP@VK TK BRER
AKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPGVKLTKLPRER
AKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDK[ESIHIADPDPGVKLTKLPRER
AKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPGVKLTKLPRER
AKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPGVKLTKLPRER
AKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPGVKLTKLPRER
AKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPGVKLTKLPRER

AKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPGVKLTKLPRER]
NN NN [ R Ee e I N ey ey W ey '

T s L SRR

FREEWTGVTLFMAPSPDYKPHK QKNGLLSFIPILVKQRGLIANIVLATLLVT INIVGSYYLQSIIDTYVPDQMRSTLGIISIG
FREEWTGVTLFMAPSPDYKPHK QKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTYVPDQMRSTLGIISIG
FEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTYVPDQMRSTLGIISIG
FEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTYVPDQMRSTLGIISIG
FEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTYVPDQMRSTLGIISIG
FEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTYVPDQMRSTLGIISIG

FEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTYVPDQMRSTLGIISIG
[ I e R e e I R Y R e B I R Ry e R e e e N N e e NN

L R T2 A TSRO

L IVYILQQ.LSYAQEYLLLVLGQRLSIDVILSYIKHVFQLPMSFFATRRTGEIVSRFTDANRIIDALASTILSIFLDVSIVEII
LVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSIIDALASTILSIFLDVSTVVII
LVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSIIDALASTILSIFLDVSTVVII
LVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSIIDALASTILSIFLDVSTVVII

LVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSIIDALASTILSIFLDVSTVVII
LVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSIIDALASTILSIFLDVSTVVII
LVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSIIDALASTILSIFLDVSTVVII
LVIVYIRQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSIIDALASTILSIFLDVSTVVII

170
126
126
126
126
126
126
126
126

255
211
211
211
211
211
211
211
211

340
296
296
296
296
296
296
296
296



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

358 SMU RS01425 WP 002263523.1
421 SGO RS10260 WP 012131060.1

483 SM12261 RS00275 WP 000668315.
511 SMSK321 RS10730 WP 000668322.

33364 SPT RS00410 WP 000668293.1
247 KZH43 RS00220 WP 000668290.1
206 SPD RS00235 WP 000668290.1
171 SPR RS00230 WP 000668290.1
131 SP RS00255 WP 000668284.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

358 SMU RS01425 WP 002263523.1
421 SGO RS10260 WP 012131060.1

483 SM12261 RS00275 WP 000668315.
511 SMSK321 RS10730 WP 000668322.

33364 SPT RS00410 WP 000668293.1
247 KZH43 RS00220 WP 000668290.1
206 SPD RS00235 WP 000668290.1
171 SPR RS00230 WP 000668290.1
131 SP RS00255 WP 000668284.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

358 SMU RS01425 WP 002263523.1
421 SGO RS10260 WP 012131060.1

483 SM12261 RS00275 WP 000668315.
511 SMSK321 RS10730 WP 000668322.

33364 SPT RS00410 WP 000668293.1
247 KZH43 RS00220 WP 000668290.1
206 SPD RS00235 WP 000668290.1
171 SPR RS00230 WP 000668290.1
131 SP RS00255 WP 000668284 .1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

358 SMU RS01425 WP 002263523.1
421 SGO RS10260 WP 012131060.1

483 SM12261 RS00275 WP 000668315.
511 SMSK321 RS10730 WP 000668322.

33364 SPT RS00410 WP 000668293.1
247 KZH43 RS00220 WP 000668290.1
206 SPD RS00235 WP 000668290.1
171 SPR RS00230 WP 000668290.1
131 SP RS00255 WP 000668284.1

consensus

1
1

1
1

1
1

1
1

i

L

SULFSIUALE Lk VT JCRE T AL YDA

QNNLFFISTLL PIYE\ IIFAFKPFEKMN

Ml

SLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSITIEDINGIETIKSLTSESQRYQKIDKEFVDYLKKS
SLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSITIEDINGIETIKSLTSESQRYQKIDKEFVDYLKKS

SLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSITIEDINGIETIKSLTSESQRYQKIDKEFVDYLKKS
SLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSITIEDINGIETIKSLTSESQRYQKIDKEFVDYLKKS
SLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIETIKSLTSESQRYQKIDKEFVDYLKKS
SLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSITIEDINGIETIKSLTSESQRYQKIDKEFVDYLKKS

AL D SR LML

Flemsl b MOALKSIGA L LNV ILWHG IALVMDIYKMS GQLIT NERLLEJYF NP ENIINLQ KLQ ARVANWRLNEVYLV)XS
FLEIY{ER ESLQKVLKAAA L LNVJRILWRGANLVMDNKISLGQLITYNTLLVYFTNPLENIINLQTKLQ AIVANIRRLNEVYLV|YS
FTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLVAS
FTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLVHS
FTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLVAS
FTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLVAS
FTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLVAS
FTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLVAS

FTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLVAS
Dok Dok Dok Do DD L L1 Lok | PEE Db b bl e b b DR e b b b | L)

AL TR YLD

VO ATTUAL P S 1L L

| DIF EVElYKYGYGR VLS I LE PHGSKE FVG SGSGKTTLAKMMVEFYRPNOG ILGGVNLNQ
EFEEKKTVEDLSLMKGDMTFKQVYKYGYGRDVLEDINLT PQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQI

EFEEKKTVEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTVPQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQI
EFEEKKTVEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTVPQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQI
EFEEKKTVEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTVPQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQI
EFEEKKTVEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTVPQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGSVNLNQI

s N AT T A

425
381
381
381
381
381
381
381
381

510
466
466
466
466
466
466
466
466

595
551
551
551
551
551
551
551
551

679
636
636
636
636
636
636
636
636



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

358 SMU RS01425 WP 002263523.1

421 SGO RS10260 WP 012131060.1

483 SM12261 RS00275 WP 000668315.1
511 SMSK321 RS10730 WP 000668322.1
33364 SPT RS00410 WP 000668293.1
247 KZH43 RS00220 WP 000668290.1
206 SPD RS00235 WP 000668290.1

171 SPR RS00230 WP 000668290.1

131 SP RS00255 WP 000668284.1

consensus

LU

LTMAPVLILDEATSSLDILTEK I BNL
LTDAPVLILDEATSSLDILTEKRI DNL
LTDAPVLILDEATSSLDILTEKRIVDNL
LTDAP LILDEATSSLDILTEKRIVDNL
LTDAPVLILDEATSSLDILTEKRIVDNL
LTDAPVLILDEATSSLDILTEKRIVDNL
LTDAPVLILDEATSSLDILTEKRIVDNL
LTDAPVLILDEATSSLDILTEKRIVDNL

LTDAPVLILDEATSSLDILTEKRIVDNL
N

K non conserved
B similar
i >50% conserved

AL

gl

TR K

g g L

A ;)§ KT IF AHRL I RT |3V V DQGKIVE GH)Y LLARGF YpQLIZNE

ADKTLIFIAHRLTIAERTEKVVVL QGKIVEEGKHADLLAQGGFYAHLVNS
BDKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS
ADKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS
BDKTLIFTAHRLTIAERTEKVVVLDOGKIVEEGKHADLLAQGGFYAHLVNS
ADKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS

ADKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS
NI N N W Ry oy ey N

760
717
717
717
717
717
717
717
717



