
logo MRNSRLLLPLMAAASATAGITAAAYFPSAI
VFLFFI LFLL I IVL IKTRHAFL I FIVCFFSF I LFFSVLYAVTDSQNVSLSYQRQRGTYQF

NTDB id 333593 EO946 RS12930 WP 003226149.1 MRNSRLLLPLAAASATAGITAAAYFSAVFLFFLFLLIVLIKTRHAFLIFVCFFSFILFFSLYAVTDSQNVSLYQRGTYQF 80
NTDB id 107 BSU 25570 NP 390435.1 MRNSRLLLPMAAASATAGITAAAYFPAIFLFILFLLIILIKTRHAFLIIVCFFSFILFFVLYAVTDSQNVSSYRQGTYQF 80
consensus !!!!!!!!!*!!!!!!!!!!!!!!!*!*!!! !!!!!*!!!!!!!!!! !!!!!!!!!! !!!!!!!!!!! ! !!!!!

logo KAVIDSTIPKIDGDRMSMMVVEKTPDKSEKWAAASYR IQSADGEKDEQRLLSYI EPGMASCELTGSTLEEPKNHASTVPGATFDYNEYLYQRQHI
NTDB id 333593 EO946 RS12930 WP 003226149.1 KAVIDSIPKIDGDRMSMVVKTPDSEKWAASYRIQSADEKDRLSYIEPGMACELTGSLEEPKHSTVPGTFDYNEYLYQQHI 160
NTDB id 107 BSU 25570 NP 390435.1 KAVIDTIPKIDGDRMSMMVETPDKEKWAAAYRIQSAGEKEQLLYIEPGMSCELTGTLEEPNHATVPGAFDYNEYLYRQHI 160
consensus !!!!!*!!!!!!!!!!!*! !!! !!!!! !!!!!! !!* ! !!!!!! !!!!!*!!!! ! !!!! !!!!!!!! !!!

logo HWNYSVTS IQNCSEPAENFKMYKLVLSLRKHYI I SFTNDSLLPPDNSATGIVQALTVGDRFNYVEDEVLNTAYQKI
LGVVHLLAI SGLHI

V

NTDB id 333593 EO946 RS12930 WP 003226149.1 HWNYSVTSIQNCSEPANFMYKLLSLRKYIISFTNDLLPPNSAGIVQALTVGDRFNVEDEVLNAYQKIGVVHLLAISGLHI 240
NTDB id 107 BSU 25570 NP 390435.1 HWNYSVTSIQNCSEPENFKYKVLSLRKHIISFTNSLLPPDSTGIVQALTVGDRFYVEDEVLTAYQKLGVVHLLAISGLHV 240
consensus !!!!!!!!!!!!!!! !! !!*!!!!!*!!!!!! !!!! ! !!!!!!!!!!!! !!!!!! !!!!*!!!!!!!!!!!!*

logo GI LTAGLFYIMIR I
LG ITREKAS I LMLLLFLPLYVMVLTGAAPSVLRAALMSGI

VYLAGSLVKWRVHRSAGTAI
VCLSYIVLLLFNP

NTDB id 333593 EO946 RS12930 WP 003226149.1 GILTAGLFYIMIRIGITREKASIMLLLFLPLYVVLTGAAPSVLRAALMSGIYLAGSLVKWRVHSAGAVCLSYIVLLLFNP 320
NTDB id 107 BSU 25570 NP 390435.1 GILTAGLFYIMIRLGITREKASILLLLFLPLYVMLTGAAPSVLRAALMSGVYLAGSLVKWRVRSATAICLSYIVLLLFNP 320
consensus !!!!!!!!!!!!!*!!!!!!!!!*!!!!!!!!!*!!!!!!!!!!!!!!!!*!!!!!!!!!!!*!! !*!!!!!!!!!!!!

logo YHYLFEAGFQLSFAVSFSL I LSSS I FKQQRVKTFSLGQLATI
MVSLMIAQLGSLP I LLYHFHQQFS I I S IVPMNML

V
L
MVPFYTFC I

VLPGA
NTDB id 333593 EO946 RS12930 WP 003226149.1 YYLFEAGFQLSFAVSFSLILSSSIFKRVKTFLGQLAMVSMIAQLGSLPILLYHFQQFSIISIPMNMVLVPFYTFCVLPGA 400
NTDB id 107 BSU 25570 NP 390435.1 YHLFEAGFQLSFAVSFSLILSSSIFQQVKTSLGQLTIVSLIAQLGSLPILLYHFHQFSIISVPMNMLMVPFYTFCILPGA 400
consensus !*!!!!!!!!!!!!!!!!!!!!!!! !!! !!!! *!!*!!!!!!!!!!!!!!*!!!!!!*!!!!**!!!!!!!*!!!!

logo

I
VAGVFLLLSLSAVSAFGRLFFGSWFDFLL IMSWAINKRL ITKNIADE I

VDVFTI IMIAHRPAPAVLLFLF ITAVTI I LLLMAI EKRSFLSQLMVTGG
NTDB id 333593 EO946 RS12930 WP 003226149.1 IAGVFLLSLSVSAGRLFFGWFDFLMSWANKLITKIAEIDVFTIIIARPAPALLFLFIATIILLLMAIEKRSFSQLMVTGG 480
NTDB id 107 BSU 25570 NP 390435.1 VAGVLLLSLSASFGRLFFSWFDLLISWINRLITNIADVDVFTIMIAHPAPVLLFLFTVTIILLLMAIEKRSLSQLMVTGG 480
consensus *!!! !!!!! ! !!!!! !!! !*!! !*!!! !!**!!!!!*!!*!!! !!!!! !!!!!!!!!!!!! !!!!!!!!

logo

I
MCCATVLMF

SLLF IYPCRLSSEGEVDMIDIGQGDSMF
YVGAPHQRGHRVL IDTGGTLPSYLSSEPWREKQHPFSLGEKVL IPFLTAKG

NTDB id 333593 EO946 RS12930 WP 003226149.1 MCCAVLSLLFIYPRLSSEGEVDMIDIGQGDSMYVGAPHQRGHVLIDTGGTLPYLSEPWREKQHPFSLGEKVLIPFLTAKG 560
NTDB id 107 BSU 25570 NP 390435.1 ICCTVMFLLFIYPCLSSEGEVDMIDIGQGDSMFVGAPHQRGRVLIDTGGTLSYSSEPWREKQHPFSLGEKVLIPFLTAKG 560
consensus *!! !* !!!!!!*!!!!!!!!!!!!!!!!!!*!!!!!!!!*!!!!!!!!!*! !!!!!!!!!!!!!!!!!!!!!!!!!!



logo IKQLDAL I LTHADQDHIGEAE I
TLLKHHKVKRLVIPKGFVSEPKDEKVLQAAREEGVAP I EEVKRGDVLQIKDLQFHVLSPE

NTDB id 333593 EO946 RS12930 WP 003226149.1 IKQLDALILTHADQDHIGEAETLLKHHKVKRLVIPKGFVSEPKDEKVLQAAREEGVPIEEVKRGDVLQIKDLQFHVLSPE 640
NTDB id 107 BSU 25570 NP 390435.1 IKQLDALILTHADQDHIGEAEILLKHHKVKRLVIPKGFVSEPKDEKVLQAAREEGVAIEEVKRGDVLQIKDLQFHVLSPE 640
consensus !!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!

logo

A
TPDPASKNNSSLVLWMEKTGGMSWI

VLTGDLEKEGEQEVMNVFPNIKADVLKVGHHGSKGSTGEEF IKQQLQPKTAI I SAGI
KN

NTDB id 333593 EO946 RS12930 WP 003226149.1 TPDPASKNNSSLVLWMKTGGMSWVLTGDLEKEGEQEVMNVFPNIKADVLKVGHHGSKGSTGEEFIKQLQPKTAIISAGIN 720
NTDB id 107 BSU 25570 NP 390435.1 APDPASKNNSSLVLWMETGGMSWILTGDLEKEGEQEVMNVFPNIKADVLKVGHHGSKGSTGEEFIQQLQPKTAIISAGKN 720
consensus !!!!!!!!!!!!!!! !!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!! !

logo NRYHHPHQEKVLQLLQRHS IRVLRTDQNGTIQYRYKNRVGTFSVYPSPYDTSDIATETN
NTDB id 333593 EO946 RS12930 WP 003226149.1 NRYHHPHQEVLQLLQRHSIRVLRTDQNGTIQYRYKNRVGTFSVYSPYDTSDIAETN 776
NTDB id 107 BSU 25570 NP 390435.1 NRYHHPHQKVLQLLQRHSIRVLRTDQNGTIQYRYKNRVGTFSVYPPYDTSDITETN 776
consensus !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!! !!!

X non conserved

X similar

X ≥ 50% conserved


