
logo

MKF
M
E
M
F
N
M
G
I
T
M
D
K
R
I
N
F
YTSELPRKRTKAAMLDNQKRAEVICLFIARHEKLRSAEQYFELMYEVAAHLEGQHRLYFQEGHYSAGNSPRNTFYI

L
G
ETSAEWHI

V
LLAILGALMASVLRTENCEITVHQDGPTNSESGYCGKSLIVNAAEYDGKLASALSTFLQATNAEGDLMFYGNEPALVDYGDREVISMERSHDDFKSR I

E
L
D
L
Q
E
K
Y
I
Q
E
A
V
T
E
A
S
A
I
L
V
E
I
L
VAI

M
L
D
G
EKLEKRTDPELKTSDGLSYHRS

NTDB id 378 SMU RS02690 WP 002263569.1 .......................................MLCQNCKLNEA.............................. 11
NTDB id 281 KZH43 RS03550 WP 000882517.1 .......................................MLCQNCKINDS.............................. 11
NTDB id 245 SPD RS03860 WP 000882517.1 .......................................MLCQNCKINDS.............................. 11
NTDB id 243 SPR RS03635 WP 000882517.1 .......................................MLCQNCKINDS.............................. 11
NTDB id 241 SP RS04015 WP 000882523.1 .......................................MLCQNCKINDS.............................. 11
NTDB id 85 BSU 00860 NP 387967.1 ..MMFGRFTERAQKVLALAQEEALRLGHNNIGTEHILLGLVREGEGIAAKALQALGLGSEKIQKEVESLI........GR 70
NTDB id 610 V4T04 RS10165 WP 012897346.1 MKFENIKYTPTLDRILEKAEEYAHQYQYGTIESAHLLAAMATTSGSIAYSLLAGMNVDSSDLLI........DLEDLSSH 72
NTDB id 33349 SP70585 RS11515 WP 001109692.1 .....MNYSKALNECIESAYMVAGHFGARYLESWHLLIAMSNHSYSVAGATLNDYPYEMDRLE.....EVALELTETDYS 70
NTDB id 290 KZH43 RS10025 WP 001109677.1 .....MNYSKALNECIESAYMVAGHFGARYLESWHLLIAMSNHSYSVAGATLNDYPYEMDRLE.....EVALELTETDYS 70
NTDB id 289 SPD RS10700 WP 001109677.1 .....MNYSKALNECIESAYMVAGHFGARYLESWHLLIAMSNHSYSVAGATLNDYPYEMDRLE.....EVALELTETDYS 70
NTDB id 287 SP RS11210 WP 001109712.1 .....MNYSKALNECIESAYMVAGHFGARYLESWHLLIAMSNHSYSVAGATLNDYPYEMDRLE.....EVALELTETDYS 70
NTDB id 377 SMU RS09275 WP 002262344.1 ....MTDYSLKMQEVFRLAQFEAARFESSYLESWHVLLAMVEIDSSVAGLSFAEFEADVRFEDYQAAAILAIGKKPKSSS 76
NTDB id 297 STER RS00545 WP 011680614.1 ....MTIYSRKMQAIFHRAQLEAERFESPFLETWHVLLAMVEVTGSVAYLTFTDFEDRIHSEEIETAAVLAMEKRPKDLS 76
NTDB id 329 STU RS10020 WP 011225298.1 ....MTIYSRKMQAIFHRAQLEAERFESPFLETWHVLLAMVEVPGSVAYLTFTDFEDRIHSEEIETAAVLAMEKRPKDLS 76
consensus ** ** * * * *** ******* *** *

logo

G
N
V
E
Q
K
Q
S
D
V
D
E
D
K
M
I
T
R
S
F
I
M
Q
S
D
T
H
T
E
L
I
R
Y
L
E
H
R
A
P
T

Y
Q
F
N
T
V
L
S
H
P
R
N
A
G
R
Q
A
K
L
K
E
Q
E
R
A
I
V
K
T
M
V
L
Q

M
L
F
I
A
E
T
Q
D
A
L
E
S
C
A
A
M
S
Q
E
A
D
E
F
G
Y
E
L
I
V
S
A
I
Q
R
S
H
K
V
L
N
T
V
N
G
H
H
S
A
E
S
V
K
A
Y
E
V
L
VGSTEQHI

L
N
V
C
L
F
L
M
Y
G
Q
K
A
M
F
L
I
M
I
L
Q
R
L
H
K
E
N
V
H
D
T
DESKG
P
E
N
E
D
N
G
L
A
S

F
P
V
M
L
G
L
V
F
A
A
L
N
C
K
T
H
Q
G
R
V
L
M
I
S
T
L
K
N
Q
D
E
N
L
V
R
L
V
AGVFHQSAQLYKENKSNDASDKRGRSDKEIQFDNSKDQI

V
P
F
L
N
R
K
L
Q
F
I
D
V
I
L
A
G

S
A
D
F
L
F
R
G
K
N
R
E
V
S
N
D
I
LNE

NTDB id 378 SMU RS02690 WP 002263569.1 ...TIHLYANVNGQQKQIDLC...............QNCYQIMKTDPENGPLNHLSQ.....QNSSSINPFFDDFFGDLN 68
NTDB id 281 KZH43 RS03550 WP 000882517.1 ...TIHLYTNLNGKQKQIDLC...............QNCYKIIKTDPNNSLFKGMTD.....LNNRDFDP.FGDFFNDLN 67
NTDB id 245 SPD RS03860 WP 000882517.1 ...TIHLYTNLNGKQKQIDLC...............QNCYKIIKTDPNNSLFKGMTD.....LNNRDFDP.FGDFFNDLN 67
NTDB id 243 SPR RS03635 WP 000882517.1 ...TIHLYTNLNGKQKQIDLC...............QNCYKIIKTDPNNSLFKGMTD.....LNNRDFDP.FGDFFNDLN 67
NTDB id 241 SP RS04015 WP 000882523.1 ...TIHLYTNLNGKQKQIDLC...............QNCYKIIKTDPNNSLFKGMTD.....LNNRDFDP.FGDFFNDLN 67
NTDB id 85 BSU 00860 NP 387967.1 GQEMSQTIHYTPRAKKVIELSMDEARKLGHSYVGTEHILLGLIRE.G.EGVAARVLNNLGVSLNKARQQVLQL....... 141
NTDB id 610 V4T04 RS10165 WP 012897346.1 VKVKRSTLRFSPRAEEVMTAASFLAIHNNSEAVGTEHLLYALLQV.E.DGFGLQLLKL.........QKINIVSLRKELE 141
NTDB id 33349 SP70585 RS11515 WP 001109692.1 QDETFTELPFSRRLQVLFDEAEYVASVVHAKVLGTEHVLYAILHD.G.NALATRILERAGFSYEDKKDQVKIAALRRNLE 148
NTDB id 290 KZH43 RS10025 WP 001109677.1 QDETFTELPFSRRLQILFDEAEYVASVVHAKVLGTEHVLYAILHD.G.NALATRILERAGFSYEDKKDQVKIAALRRNLE 148
NTDB id 289 SPD RS10700 WP 001109677.1 QDETFTELPFSRRLQILFDEAEYVASVVHAKVLGTEHVLYAILHD.G.NALATRILERAGFSYEDKKDQVKIAALRRNLE 148
NTDB id 287 SP RS11210 WP 001109712.1 QDETFTELPFSRRLQVLFDEAEYVASVVHAKVLGTEHVLYAILHD.S.NALATRILERAGFSYEDKKDQVKIAALRRNLE 148
NTDB id 377 SMU RS09275 WP 002262344.1 N..DIMLLEQSHALKRTLAEAAAISQVTHAKEVGTEHVLFAMLLN.P.NLLATRILELVGFHAKDDGESIRLLDLRKVIE 152
NTDB id 297 STER RS00545 WP 011680614.1 ESDIIDLRAQSPALEAMLQEAQEIASVTGAVEVGSEHVLMAFLLH.K.DLMVCRLLEVAGFQYKDDSDKPRIIDLRRSLE 154
NTDB id 329 STU RS10020 WP 011225298.1 ESDIIDLRAQSPALEAMLQEAQGIASVTGAVEVGSEHVLMAFLLH.K.DLMVCRLLEVAGFQYKDDSDKPRIIDLRRSLE 154
consensus ** * ** * * *** * ** *********** * * **** * * ****** **

logo

K
R
E
N
Y
N
F
R
L
T
R
A
A
P
G
F
L
W
S

K
N
T
S
E
V
K
R
N
P
T
Q
E
E
D
I
S
T
L
P
K
K
N
P
A
ATV
L
I
F
T
H
R
P
E
D
Q
P
L
M
R
T
S
R
H
Q

A
K
R
S

R
P
T
G
K
V
G
M
K
G
N
YGNGGNGNGVSY

A
N
D
G
K

G
N
A
K
S

R
S
Q
R
S
A
N
G
P
N
R
S
S
F
M
G
G
A
S
D
H
P
A
N
A
L
Q
M
G
Q
T
M
K
T
V
Q
G
P

N
A
M
P
E
S
P
N
S
Q
A
K
Q
S
T

N
T
V
S
E
P
N
K
S
T
P
G
T
E
G
LLDAESEDLVFYASGTSKRHINDVLTDAEELQIAKEREKLQRSDGERSNDKI

L
E
DP I

M
VIGRSEDAQEDKE IDQTISRLVMVIHEQ

NTDB id 378 SMU RS02690 WP 002263569.1 NFRAFNNQDLPN.TPPTQAGGGNGNGGN.N.RRPGGPQQQASQKPNGLLEEFGINLTDIARKGEIDPVIGRDEEITRVIE 145
NTDB id 281 KZH43 RS03550 WP 000882517.1 NFRPSSN..TPP.IPPTQSGGGYGGNGGYGSQNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRVIE 144
NTDB id 245 SPD RS03860 WP 000882517.1 NFRPSSN..TPP.IPPTQSGGGYGGNGGYGSQNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRVIE 144
NTDB id 243 SPR RS03635 WP 000882517.1 NFRPSSN..TPP.IPPTQSGGGYGGNGGYGSQNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRVIE 144
NTDB id 241 SP RS04015 WP 000882523.1 NFRPSSN..TPP.IPPTQSGGGYGGNGGYGSQNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRVIE 144
NTDB id 85 BSU 00860 NP 387967.1 ..LGSNET.........................GSSAAGTNSNANTPTLDSLARDLTAIAKEDSLDPVIGRSKEIQRVIE 194
NTDB id 610 V4T04 RS10165 WP 012897346.1 KRTGLKVPESKKAVTPMSKRKM......AKG........VAENSTTPTLDSVSSDLTEEARLGKLDPMIGREAEIDRLIH 207
NTDB id 33349 SP70585 RS11515 WP 001109692.1 ERAGWTREDLKA.LRQRHRTV.......ADKQNSMAHMMGMPQTPSGGLEDYTHDLTEQARSGKLEPVIGRDKEISRMIQ 220
NTDB id 290 KZH43 RS10025 WP 001109677.1 ERAGWTREDLKA.LRQRHRTV.......ADKQNSMANMMGMPQTPSGGLEDYTHDLTEQARSGKLEPVIGRDKEISRMIQ 220
NTDB id 289 SPD RS10700 WP 001109677.1 ERAGWTREDLKA.LRQRHRTV.......ADKQNSMANMMGMPQTPSGGLEDYTHDLTEQARSGKLEPVIGRDKEISRMIQ 220
NTDB id 287 SP RS11210 WP 001109712.1 ERAGWTREDLKA.LRQRHRTV.......ADKQNSMANMMGMPQTPSGGLEDYTHDLTEQARSGKLEPVIGRDKEISRMIQ 220
NTDB id 377 SMU RS09275 WP 002262344.1 RYAGFSKEDIKA.IFEMRKPKK......VKNSSSFSDLMKPP.SVTGELADFTRDLTELARQGRLEPVIGREQEISRMVQ 224
NTDB id 297 STER RS00545 WP 011680614.1 RNAGLSKQDLKA.IHDLRKPKK......SKASANFANMMQPPQSSTGELADYTKDLTALAESGNLDPVIGRDEEISRMIQ 227
NTDB id 329 STU RS10020 WP 011225298.1 RNAGLSKQDLKA.IHDLRKPKK......SKASANFANMMQPPQSSTGELADYTKDLTALAESGNLDPIIGRDEEISRMIQ 227
consensus * * *** * * ** *** ** !**** **!**!* * **!*!!!* !!*!**



logo

V
I LNSRKRTKNNPVL IVGDEAPGVGKSTAI

V
L
I
V
A
Y
L
EGLAQQKRI IAVNDSNSGAQEDVPEIQFAHGIKEMLHMRQANDKGSKMKNQRI

V
M
I
L
A
T
R
ELNDLMVAGVMTNSLVVQAGTKGRYIFRGEQDFEDERLMKTQNAQNKVLIVMIADKEDEVI SRESQAEKARDPQEGHNKQDVI

NTDB id 378 SMU RS02690 WP 002263569.1 ILNRRTKNNPVLIGEPGVGKTAVVEGLAQKIVDGDVPQKLHGKNVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRQRQDV 225
NTDB id 281 KZH43 RS03550 WP 000882517.1 ILNRRTKNNPVLIGEPGVGKTAVVEGLAQKIVDGDVPHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRKREDI 224
NTDB id 245 SPD RS03860 WP 000882517.1 ILNRRTKNNPVLIGEPGVGKTAVVEGLAQKIVDGDVPHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRKREDI 224
NTDB id 243 SPR RS03635 WP 000882517.1 ILNRRTKNNPVLIGEPGVGKTAVVEGLAQKIVDGDVPHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRKREDI 224
NTDB id 241 SP RS04015 WP 000882523.1 ILNRRTKNNPVLIGEPGVGKTAVVEGLAQKIVDGDVPHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRKREDI 224
NTDB id 85 BSU 00860 NP 387967.1 VLSRRTKNNPVLIGEPGVGKTAIAEGLAQQIINNEVPEILRDKRVMTLDMGTVVAGTKYRGEFEDRLKKVMDEIRQAGNI 274
NTDB id 610 V4T04 RS10165 WP 012897346.1 ILSRRTKNNPVLVGEPGVGKSAIIEGLAQRIVNGQVPIGLMNSRIMALNMATVVAGTKFRGEFEDRLTAIVEEVSSDPDV 287
NTDB id 33349 SP70585 RS11515 WP 001109692.1 ILSRKTKNNPVLVGDAGVGKTALALGLAQRIASGDVPAEMAKMRVLELDLMNVVAGTRFRGDFEERMNNIIKDIEEDGQV 300
NTDB id 290 KZH43 RS10025 WP 001109677.1 ILSRKTKNNPVLVGDAGVGKTALALGLAQRIASGDVPAEMAKMRVLELDLMNVVAGTRFRGDFEERMNNIIKDIEEDGQV 300
NTDB id 289 SPD RS10700 WP 001109677.1 ILSRKTKNNPVLVGDAGVGKTALALGLAQRIASGDVPAEMAKMRVLELDLMNVVAGTRFRGDFEERMNNIIKDIEEDGQV 300
NTDB id 287 SP RS11210 WP 001109712.1 ILSRKTKNNPVLVGDAGVGKTALALGLAQRIASGDVPAEMAKMRVLELDLMNVVAGTRFRGDFEERMNNIIKDIEEDGQV 300
NTDB id 377 SMU RS09275 WP 002262344.1 ILSRKTKNNPVLVGDAGVGKTALAYGLAQRIVDSAVPFELADMKVLELDMMSVVAGTRFRGDFEERMNQIIADIEADGHI 304
NTDB id 297 STER RS00545 WP 011680614.1 VLSRKTKNNPVLVGEAGVGKTALALGLAQRIASGEVPFELADMRILELDMMSVVAGTRFRGDFEERMNQIIDEIEADGKI 307
NTDB id 329 STU RS10020 WP 011225298.1 VLSRKTKNNPVLVGEAGVGKTALALGLAQRIASGEVPFELADMRILELDMMSVVAGTRFRGDFEERMNQIIDEIEADGKI 307
consensus *!*!*!!!!!!!*!* !!!!*!** !!!!*!* **!! * *** !*****!*!!**!!*!!*!** ***** ** *

logo

V
I
I
LF IDE I

LHETLI IMVGASGGSAGAGMSI EDGSAVNTI
N
M
LDASGANI LKPSALARGDSETFLHRQCMLTI

VGATTYLQDHAENEYRQKYIHI EKDEAALESRRLMFQARPKI
V
N
Q
K
T
I
V
D
E
Q
EPTSEPVESADDEASTYMIADQTI LLNKQG

NTDB id 378 SMU RS02690 WP 002263569.1 ILFIDEIHEIVGAGSAGDGNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPSVAETITILKG 304
NTDB id 281 KZH43 RS03550 WP 000882517.1 ILFIDEIHEIVGAGSASDGNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITILKG 303
NTDB id 245 SPD RS03860 WP 000882517.1 ILFIDEIHEIVGAGSASDGNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITILKG 303
NTDB id 243 SPR RS03635 WP 000882517.1 ILFIDEIHEIVGAGSASDGNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITILKG 303
NTDB id 241 SP RS04015 WP 000882523.1 ILFIDEIHEIVGAGSASDGNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITILKG 303
NTDB id 85 BSU 00860 NP 387967.1 ILFIDELHTLIGAGG.AEGAIDASNILKPSLARGELQCIGATTLDEYRKYIEKDAALERRFQPIQVDQPSVDESIQILQG 353
NTDB id 610 V4T04 RS10165 WP 012897346.1 IIFIDELHTIIGAGGGMDSVNDAANILKPALARGDFQMVGATTYHEYQKYIEKDEALERRLARINVDEPSPDEAIAILQG 367
NTDB id 33349 SP70585 RS11515 WP 001109692.1 ILFIDELHTIMGSGSGIDSTLDAANILKPALARGTLRTVGATTQEEYQKHIEKDAALSRRFAKVTIEEPSVADSMTILQG 380
NTDB id 290 KZH43 RS10025 WP 001109677.1 ILFIDELHTIMGSGSGIDSTLDAANILKPALARGTLRTVGATTQEEYQKHIEKDAALSRRFAKVTIEEPSVADSMTILQG 380
NTDB id 289 SPD RS10700 WP 001109677.1 ILFIDELHTIMGSGSGIDSTLDAANILKPALARGTLRTVGATTQEEYQKHIEKDAALSRRFAKVTIEEPSVADSMTILQG 380
NTDB id 287 SP RS11210 WP 001109712.1 ILFIDELHTIMGSGSGIDSTLDAANILKPALARGTLRTVGATTQEEYQKHIEKDAALSRRFAKVTIEEPSVADSMTILQG 380
NTDB id 377 SMU RS09275 WP 002262344.1 VLFIDELHTIMGSGSGIDSTLDAANILKPALARGSLRTIGATTQEEYQKHIEKDAALSRRFAKVTIEEPSEEEAYQILLG 384
NTDB id 297 STER RS00545 WP 011680614.1 ILFIDELHTIIGSGSGIDSTLDAANILKPALARGTLHMVGATTQAEYQKHIEKDAALSRRFAKITIEEPSVSEAIDILNG 387
NTDB id 329 STU RS10020 WP 011225298.1 ILFIDELHTIIGSGSGIDSTLDAANILKPALARGTLHMVGATTQAEYQKHIEKDAALSRRFAKITIEEPSVSEAIDILNG 387
consensus **!!!!*!***! !***** *!!*!!!!!*!!!! * **!!!! !!** !!!!*!! !!**** ***!** ****!!*!

logo

I
L
R
K
Q

D
E
P
S
A
K
R
S
T
K
F
YEATKDHYHQHRVI

S
K
T
Q
F
Y
I
S
TDDQEAAI

V
K
M
E
S
T
AAAVMNTKGAMLASDVNHRYMILSQTGDSKRKNHFLPDKSAIDL ILDEASAGSAAKTMVKRNQGIVNLLSRKTSIVALFNKNTHFQTVPQKKPTEAKNADLRKDPALRSKYEVDI

L
E
T
S
D
H
K
Q
E
K
RLADI EVAQREEKNDELPAL

K
A
S
D
A
H
E
K
QAVTLQIMRKTSED

NTDB id 378 SMU RS02690 WP 002263569.1 IQPKYEDYHHVKYTDEAIEAAANLSNRYIQDRFLPDKAIDLLDEAGSKMNLTLNFV..DPKEIDHRLIEAENLKAQATRD 382
NTDB id 281 KZH43 RS03550 WP 000882517.1 IQKKYEDYHHVQYTDAAIEAAATLSNRYIQDRFLPDKAIDLLDEAGSKMNLTLNFV..DPKVIDQRLIEAENLKSQATRE 381
NTDB id 245 SPD RS03860 WP 000882517.1 IQKKYEDYHHVQYTDAAIEAAATLSNRYIQDRFLPDKAIDLLDEAGSKMNLTLNFV..DPKVIDQRLIEAENLKSQATRE 381
NTDB id 243 SPR RS03635 WP 000882517.1 IQKKYEDYHHVQYTDAAIEAAATLSNRYIQDRFLPDKAIDLLDEAGSKMNLTLNFV..DPKVIDQRLIEAENLKSQATRE 381
NTDB id 241 SP RS04015 WP 000882523.1 IQKKYEDYHHVQYTDAAIEAAATLSNRYIQDRFLPDKAIDLLDEAGSKMNLTLNFV..DPKVIDQRLIEAENLKSQATRE 381
NTDB id 85 BSU 00860 NP 387967.1 LRDRYEAHHRVSITDDAIEAAVKLSDRYISDRFLPDKAIDLIDEAGSKVRLRSFTTPPNLKELEQKLDEVRKEKDAAVQS 433
NTDB id 610 V4T04 RS10165 WP 012897346.1 LREKFEDYHQVKFTDQAIKSAVMLSVRYMTSRKLPDKAIDLLDEAAAAVKISVKNQQTKRLDLEKELAEAQEELSEAVIK 447
NTDB id 33349 SP70585 RS11515 WP 001109692.1 LKATYEKHHRVQITDEAVETAVKMAHRYLTSRHLPDSAIDLLDEAAATVQNKANHVKADDSDLS........PADKALMD 452
NTDB id 290 KZH43 RS10025 WP 001109677.1 LKATYEKHHRVQITDEAVETAVKMAHRYLTSRHLPDSAIDLLDEAAATVQNKAKHVKADDSDLS........PADKALMD 452
NTDB id 289 SPD RS10700 WP 001109677.1 LKATYEKHHRVQITDEAVETAVKMAHRYLTSRHLPDSAIDLLDEAAATVQNKAKHVKADDSDLS........PADKALMD 452
NTDB id 287 SP RS11210 WP 001109712.1 LKATYEKHHRVQITDEAVETAVKMAHRYLTSRHLPDSAIDLLDEAAATVQNKAKHVKADDSDLS........PADKALMD 452
NTDB id 377 SMU RS09275 WP 002262344.1 LKKSYETYHHVIISDAAVMAAVKGAHRYLSGKNLPDSAIDLLDEASATVQGLVK..KKAPAYLT........DLDHALIT 454
NTDB id 297 STER RS00545 WP 011680614.1 LRSSYEDYHRVTITDAAVETAVKAAHRYLTSKNLPDSAIDLLDEASATVQVRIK..KEDKREIT........PLDEALIS 457
NTDB id 329 STU RS10020 WP 011225298.1 LRSSYEDYHRVTITDAAVETAVKAAHRYLTSKNLPDSAIDLLDEASATVQVRIK..KEAKREIT........PLDEALIS 457
consensus ** *!**! !***! !** !*** !!** * !!! !!!!*!!!** *** * * * *** * !***



logo

L
N
Q
E
G
E
K
D
Y
I
W
F
Q
G
K
E
L
A
Q
K
S
A
K
R
V
A
R
S
T
K
Q
Y
K
Q
F
L
E
L
Y
I
R
A
K
D
T
A
K
Q

V
N
I
E
E
Q
A
R
K
I
L
Y
A
R
K
D
E
K
Q
M
I
V
Q
E
S
Y
K
D
K
F
K
T
Q
E
KKSWA

K
S
E
K
K
L
P
A
I
V

D
L
Q
K
P
T

E
G
K
L
F
D
V

D
E
K
P
Q
E
N
D
K
Y

N
P
R
K
T
Q
S
A
D
P
S
V
E
I
L
I
V
K
D
S
T
D
V
A
E
E
Q
D
S
K
A
N
Q
T
D
V
I
A
V
M
E
L
M
V
A
Q
H
T

V
I
T
A
V
I
L
E
S
K
S
T
Q
R
W
K
L
S
T
N
G
V
IP I

V
K
S
T
E
Q
G

E
Q
D
K
I
M
L
A
K
T
K
E
Q
A
S
K
T
D
E
T
A
S
Q

D
S
K
R
Q
K
L
Y
I
L
H
N
M
LAEDKNRSAE I

D
ELKHTSKHRVVIGQ

NTDB id 378 SMU RS02690 WP 002263569.1 EDYEKAAYFRDQIAKYKEMQS......AKLDKENTPVITEKNIEVIVEQKTNIPVGELKEKEQSQLIHLADDLKTRVIGQ 456
NTDB id 281 KZH43 RS03550 WP 000882517.1 EDFEKAAYFRDQIAKYKEMQK......KKITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQ 455
NTDB id 245 SPD RS03860 WP 000882517.1 EDFEKAAYFRDQIAKYKEMQK......KKITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQ 455
NTDB id 243 SPR RS03635 WP 000882517.1 EDFEKAAYFRDQIAKYKEMQK......KKITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQ 455
NTDB id 241 SP RS04015 WP 000882523.1 EDFEKAAYFRDQIAKYKEMQK......KKITDQDTPSISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQ 455
NTDB id 85 BSU 00860 NP 387967.1 QEFEKAASLRDTEQRLREQVEDTKKSWKEKQGQENSEVTVDDIAMVVSSWTGVPVSKIAQTETDKLLNMENILHSRVIGQ 513
NTDB id 610 V4T04 RS10165 WP 012897346.1 LDIKASRTKEKAVEKIADKIYKF.....SVKEDKRQEVTDQAVVAVASTLTGVPITQMTKSESDRLINLEKELHKRVVGQ 522
NTDB id 33349 SP70585 RS11515 WP 001109692.1 GKWKQAAQLIAKE.........E.....EVPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQ 517
NTDB id 290 KZH43 RS10025 WP 001109677.1 GKWKQAAQLIAKE.........E.....EVPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQ 517
NTDB id 289 SPD RS10700 WP 001109677.1 GKWKQAAQLIAKE.........E.....EVPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQ 517
NTDB id 287 SP RS11210 WP 001109712.1 GKWKQAAQLIAKE.........E.....EVPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQ 517
NTDB id 377 SMU RS09275 WP 002262344.1 NDYQLAKRLLKKE.........K.....KPLLKKRAEVKEEDILATLSKLSGIPVKKLTQADSKKYLNLERELHKRVIGQ 520
NTDB id 297 STER RS00545 WP 011680614.1 GDIGAAVKQYKAN.........Q.....KAKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVIGQ 523
NTDB id 329 STU RS10020 WP 011225298.1 GDIGAAVKQYKAN.........Q.....KAKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVIGQ 523
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NTDB id 378 SMU RS02690 WP 002263569.1 DAAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSEDSMIRFDMSEYMEKHAVAKLVGAPPGY 536
NTDB id 281 KZH43 RS03550 WP 000882517.1 DDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGY 535
NTDB id 245 SPD RS03860 WP 000882517.1 DDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGY 535
NTDB id 243 SPR RS03635 WP 000882517.1 DDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGY 535
NTDB id 241 SP RS04015 WP 000882523.1 DDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGY 535
NTDB id 85 BSU 00860 NP 387967.1 DEAVVAVAKAVRRARAGLKDPKRPIGSFIFLGPTGVGKTELARALAESIFGDEESMIRIDMSEYMEKHSTSRLVGSPPGY 593
NTDB id 610 V4T04 RS10165 WP 012897346.1 EEAISAVSRAIRRARSGVADSRRPMGSFMFLGPTGVGKTELAKALADSVFGSEDNMIRVDMSEFMEKHSTSRLIGAPPGY 602
NTDB id 33349 SP70585 RS11515 WP 001109692.1 DQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGY 597
NTDB id 290 KZH43 RS10025 WP 001109677.1 DQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGY 597
NTDB id 289 SPD RS10700 WP 001109677.1 DQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGY 597
NTDB id 287 SP RS11210 WP 001109712.1 DQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGY 597
NTDB id 377 SMU RS09275 WP 002262344.1 DDAVSSISRAIRRNQSGIRVGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGY 600
NTDB id 297 STER RS00545 WP 011680614.1 DEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPGY 603
NTDB id 329 STU RS10020 WP 011225298.1 DEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPGY 603
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NTDB id 378 SMU RS02690 WP 002263569.1 VGYEEAGQLTEKVRRNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDTIIIMTSNAGTGK..SEANVGF 614
NTDB id 281 KZH43 RS03550 WP 000882517.1 VGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGF 613
NTDB id 245 SPD RS03860 WP 000882517.1 VGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGF 613
NTDB id 243 SPR RS03635 WP 000882517.1 VGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGF 613
NTDB id 241 SP RS04015 WP 000882523.1 VGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGF 613
NTDB id 85 BSU 00860 NP 387967.1 VGYDEGGQLTEKVRRKPYSVVLLDEIEKAHPDVFNILLQVLEDGRLTDSKGRTVDFRNTILIMTSNVGASELKRNKYVGF 673
NTDB id 610 V4T04 RS10165 WP 012897346.1 VGYDEGGQLTERVRNKPYSVVLLDEVEKAHPDVFNIMLQILDDGFVTDTKGRKVDFRNTIIIMTSNLGATALRDDKTVGF 682
NTDB id 33349 SP70585 RS11515 WP 001109692.1 VGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGF 677
NTDB id 290 KZH43 RS10025 WP 001109677.1 VGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGF 677
NTDB id 289 SPD RS10700 WP 001109677.1 VGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGF 677
NTDB id 287 SP RS11210 WP 001109712.1 VGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGF 677
NTDB id 377 SMU RS09275 WP 002262344.1 VGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGF 680
NTDB id 297 STER RS00545 WP 011680614.1 VGYDEGGELTEKVRNKPYSVLLFDEIEKAHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGF 683
NTDB id 329 STU RS10020 WP 011225298.1 VGYDEGGELTEKVRNKPYSVLLFDEIEKAHPDIFNVLLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGF 683
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NTDB id 378 SMU RS02690 WP 002263569.1 GASREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFQALSKDNLLQIVSLMLDDVNQRLAVNAIHLDVTDKVKEKLVD 689
NTDB id 281 KZH43 RS03550 WP 000882517.1 GAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVD 688
NTDB id 245 SPD RS03860 WP 000882517.1 GAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVD 688
NTDB id 243 SPR RS03635 WP 000882517.1 GAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVD 688
NTDB id 241 SP RS04015 WP 000882523.1 GAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVD 688
NTDB id 85 BSU 00860 NP 387967.1 NVQDETQNHKDMKDKVMGELKRAFRPEFINRIDEIIVFHSLEKKHLTEIVSLMSDQLTKRLKEQDLSIELTDAAKAKVAE 753
NTDB id 610 V4T04 RS10165 WP 012897346.1 GAKNITADYSAMKSRILEELKRHYRPEFLNRIDENIVFHSLESQEIEQIVKIMSKSLIKRLAEQDIHVKLTPSAVKLIAE 762
NTDB id 33349 SP70585 RS11515 WP 001109692.1 GAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLAN 757
NTDB id 290 KZH43 RS10025 WP 001109677.1 GAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLAN 757
NTDB id 289 SPD RS10700 WP 001109677.1 GAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLAN 757
NTDB id 287 SP RS11210 WP 001109712.1 GAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLTEKGIDLKLQASALKLLAN 757
NTDB id 377 SMU RS09275 WP 002262344.1 GAKSFSQDYKAMESRILEELKKVYRPEFINRIDEKVVFHNLGQEDIRHIVKIMVAPLIAHLADQGITLKFQPSALKHLAL 760
NTDB id 297 STER RS00545 WP 011680614.1 GAQTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQPAALKHLAK 763
NTDB id 329 STU RS10020 WP 011225298.1 GAQTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQPAALKHLAK 763
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NTDB id 378 SMU RS02690 WP 002263569.1 LGYDPKMGARPLRRTIQEHIEDAITDFYLEHPEQKELK.AIMTSNGKIVIKASNKVETVTKATSD 753
NTDB id 281 KZH43 RS03550 WP 000882517.1 LGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDLK.AVMTSKGNIQIKSAKKAEVKSSEKEK 752
NTDB id 245 SPD RS03860 WP 000882517.1 LGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDLK.AVMTSKGNIQIKSAKKAEVKSSEKEK 752
NTDB id 243 SPR RS03635 WP 000882517.1 LGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDLK.AVMTSKGNIQIKSAKKAEVKSSEKEK 752
NTDB id 241 SP RS04015 WP 000882523.1 LGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDLK.AVMTSKGNIQIKSAKKAEVKSSEKEK 752
NTDB id 85 BSU 00860 NP 387967.1 EGVDLEYGARPLRRAIQKHVEDRLSEELLRGNIHKGQHIVLDVEDGEFVVKTTAKTN........ 810
NTDB id 610 V4T04 RS10165 WP 012897346.1 VGFDPEYGARPLRKALQKEVEDLLSEQLLSGEIKAGNHVSIGASNKKIKIAQIV........... 816
NTDB id 33349 SP70585 RS11515 WP 001109692.1 QGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSTLKIGVKAGQLKFDIA............ 810
NTDB id 290 KZH43 RS10025 WP 001109677.1 QGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQLKFDIA............ 810
NTDB id 289 SPD RS10700 WP 001109677.1 QGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQLKFDIA............ 810
NTDB id 287 SP RS11210 WP 001109712.1 QGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSTLKIGVKAGQLKFDIA............ 810
NTDB id 377 SMU RS09275 WP 002262344.1 AGYDAEMGARPLRRTLQTEVEDKLAELILSGKLASGQTLKIGIQKEKLKFDIV............ 813
NTDB id 297 STER RS00545 WP 011680614.1 DGYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVSGQTLKIGCSKDKLTFTVV............ 816
NTDB id 329 STU RS10020 WP 011225298.1 DGYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVSGQTLKIGCSKDKLTFTVV............ 816
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