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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 333381 D9V72 RS02775 WP 158355300.1 MASRGVNKVILIGHLGQDPEVRYMPNGNAVVNMTLATSENWKDKNTGENKEKTEWHRIVLFGKLAEIAGEYLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
consensus **!!!!**! !!*!!**!*!!*!*!! ****!!!!*!*!***!***!*!!!!********!!*!!*!!*!!* !!*

logo EGKQSR I
L
K
Q
S
TRKYWQGDKQSDNGLIQDERTYSATYTDEVI IQVVNQGI

Y
N
A
G
D
G
N
I
T
V
E
L
MKQMLDGNSGRASNQESGQNLGSDQGFMTGGIPAAGSP I

N
Y
D
E
H
Q

D
E
G
N
S
G
G
K
M

W
Y
N
GN
Q
V
A
S
T
P
V
AQT

Q
G
K
E
K
N
S
A
I
W
Y
G
N
Q
Q
R
G
P
G
Q
A
Y
Q
P
S
Q
A
D
S
N
K
R
V
Y
Q
A
D
H
P
Q
A
N
P
S

N
D
NQA
F
D
N
P
G
S
G
K
M
H
Q
N
P

NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYDEG.YGQS...QEAYQRPAQQSRQPAPD.APSHP 147
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYEEG.YGQS...QEAYQRPAQQSRQPASD.APSHP 147
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGDFGGNQGSGWNQAPAQT.NYNQGGYSDNYAQNNNFNGGN 153
NTDB id 333381 D9V72 RS02775 WP 158355300.1 EGSLQTRKWQDQNGLERYTTEIIVN.IGGTMQMLGNRNSNLQTISIHDNK..NATVQTKKI......DKVD....FD.KN 146
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPA.QGGM..NVPAQQGSWGQPQQPAKQH....QP.MQ 152
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NTDB id 1131 NGFG RS05740 WP 003695064.1 QEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 QEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 333381 D9V72 RS02775 WP 158355300.1 ..IETHKSSKELIHSDSEIDFDDEIPF 171
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ..QSAPQQYSQPQYNEPPMDFDDDIPF 177
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X non conserved

X similar

X ≥ 50% conserved


