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NTDB id 1177 A1552VC RS01165 WP 000422572.1 - l

NTDB id 1203 PSJM300 01605 AFN76401.1

NTDB id 332691 ELZ76 RS04115 WP 127173538.1 SVKSDLHL ARW

NTDB id 1307 DR RS10055 WP 010888596.1 INR LB ADK G lL AG P G

NTDB id 1086 NMV RS00245 WP 002218487.1 P

NTDB id 1116 NGFG RS10615 WP 003690200.1 P

NTDB id 1185 GTF74 RS11940 WP 000350195.1 P

NTDB id 1176 A1552VC RS01160 WP 000350195.1 P

NTDB id 1283 ACE17W RS02630 WP 010947729.1 I4¥ SDLH SAG PPMIRVDG YDIMND A

NTDB id 1259 GC085 RS10305 WP 010947729.1 I4 SDLH SAG PPMIRVDG YDIMND A

NTDB id 1194 PAKAF RS01995 WP 003084552.1 ASDLHLSAG PPMIRVDG YDIMND P

NTDB id 1202 PSJM300 01600 AFN76400.1 ASDLHLS G PPMIRVDG YDIMND P

NTDB id 1020 ACIAD RS04210 WP 011182164.1 IMASDLHLSAG PPMIRVDG YDIMND P

NTDB id 1060 ABD1 RS04380 WP 000355489.1 ASDLHLSAG PPMIRVDG YDIMND P

NTDB id 1040 HON27 RS13360 WP 000355489.1 ASDLHLSAG PPMIRVDG YDIMND P

NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ASDLHLSAG PPMIRVDG YDIMND P
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NTDB id 1202 PSJM300 01600 AFN76400.1 ISTIYPRGLVLVTGPTGSGKSTTLAAM
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NTDB id 1060 ABD1 RS04380 WP 000355489.1 I TI[ONPRG VLVTGPTGSGKSTTLAAM
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 EDPIEFVH|®IK C QREV 234
NTDB id 1203 PSJM300 01605 AFN76401.1 EDPIEF H[apis{0lC QREVDT 236
NTDB id 332691 ELZ76 RS04115 WP 127173538.1 EERNIANNR Y ARG MERIANANEG () HC AMRIA AGN:AAY.NH:H )0 233
NTDB id 1307 DR RS10055 WP 010888596.1 T EDPIEF HIgJK INQREV[ESIDTIRSEPIBJALR ALR PD 240
NTDB id 1086 NMV RS00245 WP 002218487.1 T EDPIEFVHMNSKKSJLINQRE H[BITIRSFESALRSALREDPD 236
NTDB id 1116 NGFG RS10615 WP 003690200.1 T EDPIEFVH[@NSKKSLINQRE H[eJITI® ALSALREDPD 236
NTDB id 1185 GTF74 RS11940 WP 000350195.1 T EDPIEFVHRIMKCLINQREVH IYJALRSALREDPD 236
NTDB id 1176 A1552VC RS01160 WP 000350195.1 pEBIARRAN:IS N N)CGMBIa)ARAG IQYALRSALREDPD 236
NTDB id 1283 ACE17W RS02630 WP 010947729.1 T EDPIEFVH@NSKKCL NQREVH WNALRSALREDPD 236
NTDB id 1259 GC085 RS10305 WP 010947729.1 T EDPIEFVH[SKKCL NQREVH WNALRSALREDPD 236
NTDB id 1194 PAKAF RS01995 WP 003084552.1 T EDPIEFVHIRSKKCL NQREVH BMIMALRSALREDPD ILVGEMRDETIRLALTAAETGHLVFGTLHT 236
NTDB id 1202 PSJM300 01600 AFN76400.1 T EDPIEFVHIRSKKCL NQREVH MIYALRSALREDPD ILVGEMRDIRETIRLALTAAETGHLVFGTLHT 236
NTDB id 1020 ACIAD RS04210 WP 011182164.1 T EDPIEFVHI¥YKKCLINQREVH IWAALRSALREDPD ILVGEMRDIRETIRLALTAAETGHLVFGTLHT 236
NTDB id 1060 ABD1 RS04380 WP 000355489.1 T EDPIEFVHMNSKKCLINQREVH IWAALRSALREDPD ILVGEMRDIRETIRLALTAAETGHLVFGTLHT 236
NTDB id 1040 HON27 RS13360 WP 000355489.1 T EDPIEFVH[MSKKCLINQREVH IWAALRSALREDPD ILVGEMRDIMETIRLALTAAETGHLVFGTLHT 236
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 T EDPIEFVH@NSKKCLINQREVH IWIALRSALREDPD ILVGEMRDIRETIRLALTAAETGHLVFGTLHT 236
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 l 314
NTDB id 1203 PSJM300 01605 AFN76401.1 316
NTDB id 332691 ELZ76 RS04115 WP 127173538.1 312
NTDB id 1307 DR RS10055 WP 010888596.1 Q 320
NTDB id 1086 NMV RS00245 WP 002218487.1 DRI DVFPA[EK MVRSMLSESLIJAVISQN 316
NTDB id 1116 NGFG RS10615 WP 003690200.1 DRI DVFPA[EK MVRSMLSESLIAVISQN 316
NTDB id 1185 GTF74 RS11940 WP 000350195.1 IDRIIDVFP § K MVRSMLSESLBIAVI QJy MUGGGRVA@®HEIM 315
NTDB id 1176 A1552VC RS01160 WP 000350195.1 EbAEEOAAZNAE S BRI UATAHSHUNRSYISHM R :0 A AR K RMIUGGGRVAHEIM 315
NTDB id 1283 ACE17W RS02630 WP 010947729.1 I RIIDVFPAEEKSMVRSMLSESL{AV QN GGRVAAIEIM 315
NTDB id 1259 GC085 RS10305 WP 010947729.1 BUWAGGRVAARETM (¢ (¢ 315
NTDB id 1194 PAKAF RS01995 WP 003084552.1 IDR DVFPAEEKEMVRSMLSESL[ VISQp MIIGGGRVAAHEIMI PAIRNLIREWMKVAQMYSE\IQTG 315
NTDB id 1202 PSJM300 01600 AFN76400.1 IDR DVFPAEEKEMVRSMLSESL[RAVISQQN MUGGGRVAAHEIMI PAIRNLIREWKVAQMYSBIIQTG 315
NTDB id 1020 ACIAD RS04210 WP 011182164.1 MXGGGRVAAHEIMI MPAIRNLIRE[@EKVAQMYSBIIQTG 315
NTDB id 1060 ABD1 RS04380 WP 000355489.1 IDR IDVFPAEEK MVR MLSESL[{JAVISQEN BMIGGGRVAAHEIMI MPAIRNLIREWNKVAQMYSINIQTG 315
NTDB id 1040 HON27 RS13360 WP 000355489.1 IDR IDVFPAEEK MVR MLSESLRAVISQQN MUGGGRVAAHEIMI MPAIRNLIREINKVAQMYSINIQTG 315
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 IDR IDVFPAEEK MVR MLSESLNAVISQMN BUGGGRVAAHEIMI MPAIRNLIREINKVAQMYSE\IQTG 315
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