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AL LIAL V13 LA L OTRARHE LA GURTHA I )

MVQNSCWQSKSHKVKAFTLLESLLALIVISGGLLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEVELDRSQFEKVEGNRLYMK
MVQNSCWQSKSHKVKAFTLLESLLALIVISGGLLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEVELDRSQFEKVEGNRLYMK
MVQNSCWQSKSHKVKAFTLLESLLALIVISGGLLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEVELDRSQFEKVEGNRLYMK
MVQNSCWQSKSHKVKAFTLLESLLALIVISGGLLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEVELDRSQFEKVEGNRLYMK

MVQNSCWQSKSHKVKAFTLLESLLALIVISGGLLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEVELDRSQFEKVEGNRLYMK
MVQNSCWISKSHKVKAFTLLESL ALIVISGELLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEMELDRSQFEK EGNR YMK

MVQNSCWIRSKSHK KAFTLLESL ALIVISGHLLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEEELDRSQFEKVEG R YMK
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QDGKDIAIGKSKSDDFRKTNARGRGYQPMVYGLKSVRITEDNQLVRFHFQFQKGLEREFIYRVEKEKS 153
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K non conserved
B similar
X

> 50% conserved



