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NTDB id 1115 OK783 RS00485 WP 003698035.1 LGVKFGATGRKKLKNETSAFG......WGVNS..G.....FGGGDKWEA.....QTK..INLPVA......AAANSISLV 540
NTDB id 1100 NMB RS09455 WP 002225652.1 LGVKFGATGKKKLKNDTSAFG......WGVNS..G.....FGGDDKWGA.....ETK..INLPIT......AAANSISLV 586
NTDB id 1092 CAD91899.1 1..2286( ) LGVKFGATGKKKLKNDTSAFG......WGVNS..G.....FGGDDKWGA.....ETK..INLPIT......AAANSISLV 578
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LGVRWGGAYHK.....GNWSGYGKDGNIGIKDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDLGAK......DATSGIGIG 535
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MGVKWGILSQGINQNSNLLVGGSETTLWNLRN..PDSN......GTYTIER...PDNLNVDLGVT...TTGASSIAFGLI 530
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LGVKWGILSQGITNNNNLLVGGSETTLWNLRE..PKKDE.TTGGYKYTIER...PDNLNVDLGVS...NP.AGSIAFGLI 542
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LGVKWGILSQGITNNNNLLVGGSETTLWNLRE..PKKDE.TTGGYKYTIER...PDNLNVDLGVS...NP.AGSIAFGLI 542
NTDB id 1284 ACE17W RS12370 WP 010946666.1 IGIRWGVSRPT...H...LSGTLEGAN.......ELARG.TAPANVVPL.....ERRLNLDLAAAPLTGATPASVGIALA 511
NTDB id 1257 GCO85 RS04855 WP 163621000.1 IGIRWGVSRPT...H...LSGTLEGAN.......ELARG.TAPANVVPL.....ERRLNLDLAAVPLTGATPASVGIALA 511
NTDB id 332462 EK374 RS16565 WP 233280269.1 IGLRWGFSDQQ...NDRAWSGTA...........PGANN.LAGGTVPSL.....TDRWNVNLPVA...N.PAGSIAFHVT 369
NTDB id 1186 GTF74 RS01320 WP 000788426.1 LGVRWGVMSTN...GSHSVGGSIESNLWQKGLLAD.........DEFPV.....DEFLNVNLAST...SANASSIAFQVA 397
NTDB id 1175 A1552VC RS12105 WP 000788426.1 LGVRWGVMSTN...GSHSVGGSIESNLWQKGLLAD.........DEFPV.....DEFLNVNLAST...SANASSIAFQVA 397
NTDB id 1408 DSB67 RS13980 WP 010643500.1 LGVRWGFTSIN...GSHTVGGSIENNLATIGLYDGGGEG.DDGGSSVGI.....DDFLNVNLAAT...SPNATSIAFQVA 406
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NTDB id 1115 OK783 RS00485 WP 003698035.1 RAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTTASGGGNSTNTELKKAVLGLTVTPNITPDG 620
NTDB id 1100 NMB RS09455 WP 002225652.1 RAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNITPDG 666
NTDB id 1092 CAD91899.1 1..2286( ) RAISSGALNLELSASESLSKPKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNITPDG 658
NTDB id 1193 PAKAF RS26665 WP 003161249.1 FITDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGAT...STSFKEAALSLEVTPQITPDN 612
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SLS.DFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEALLSLEVTPNITPDG 609
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SMS.DFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDG 621
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SMS.DFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDG 621
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT...AVAFKKAVLSLKVTPQITPDG 588
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT...AVAFKKAVLSLKVTPQITPDG 588
NTDB id 332462 EK374 RS16565 WP 233280269.1 KFADGTLLDLELSALEQENKGEIIASPRITTANQKKARIEQGTEIPYLEASSSGAT...TVTFKKAVLSLEVTPQITPDN 446
NTDB id 1186 GTF74 RS01320 WP 000788426.1 KLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGAS...TVAFKKAVLSLKVTPQITPDN 474
NTDB id 1175 A1552VC RS12105 WP 000788426.1 KLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGAS...TVAFKKAVLSLKVTPQITPDN 474
NTDB id 1408 DSB67 RS13980 WP 010643500.1 KLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESSSSGAT...SVTFKKAVLSLKVTPQITPDN 483
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NTDB id 1115 OK783 RS00485 WP 003698035.1 QIIMTVKINKDSPAQCAS..GNNTILCISTKSLNTQAMVENGGTLIVGGIYEENNGNTLTKVPLLGDIPVIGNLFKTRGK 698
NTDB id 1100 NMB RS09455 WP 002225652.1 QIIMTVKINKDSPAQCAS..GNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGK 744
NTDB id 1092 CAD91899.1 1..2286( ) QIIMTVKINKDSPAQCAS..GNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGK 736
NTDB id 1193 PAKAF RS26665 WP 003161249.1 RIIVEVKVTKDAPDYQNMLNGV...PPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGRLFRRDTV 689
NTDB id 1009 ACIAD RS15175 WP 004923730.1 KILMELNIANDSINSYAQ.NGE...AILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYVGRLFKKTAK 685
NTDB id 1052 ABD1 RS15850 WP 001017033.1 KIQMKLDISKDSVAGAAP.NGE...LILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVK 697
NTDB id 1039 H0N27 RS01460 WP 031993779.1 KIQMKLDISKDSVAGAAP.NGE...LILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVK 697
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KILMDLQINQDTPSPQTF.LGV...PAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQI 664
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KILMDLQINQDTPSPQTF.LGV...PAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQI 664
NTDB id 332462 EK374 RS16565 WP 233280269.1 KIILDLEITQDTRGETVS.TGNGPAQAIDTQRIQTQVLVDNGATVVLGGIYQQQMTNTTSKVPVFGDIPYLGNLFKRRND 525
NTDB id 1186 GTF74 RS01320 WP 000788426.1 RLVLDLSVTQDRRGETVK.TGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLGALFRRTYE 553
NTDB id 1175 A1552VC RS12105 WP 000788426.1 RLVLDLSVTQDRRGETVK.TGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLGALFRRTYE 553
NTDB id 1408 DSB67 RS13980 WP 010643500.1 RLVLDLSVTQDRPGQVVK.TGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPLLGDLPLLGALFRRSYE 562
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NTDB id 1115 OK783 RS00485 WP 003698035.1 KTDRRELLIFITPRIIDTAGNSLRY......... 723
NTDB id 1100 NMB RS09455 WP 002225652.1 KTDRRELLIFITPRIMGTAGNSLRY......... 769
NTDB id 1092 CAD91899.1 1..2286( ) KTDRRELLIFITPRIMGTAGNSLRY*........ 761
NTDB id 1193 PAKAF RS26665 WP 003161249.1 TDRKNELLVFLTPRIMNNQAIAIGR......... 714
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1284 ACE17W RS12370 WP 010946666.1 TLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 TLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 332462 EK374 RS16565 WP 233280269.1 FNEKTELLIFVTPKILTESL.............. 545
NTDB id 1186 GTF74 RS01320 WP 000788426.1 QMGKSELLIFVTPKVVIQ................ 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 QMGKSELLIFVTPKVVIQ................ 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 NVGKSELLIFVTPKVVIQ................ 580
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