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MIDMYFFLVGSILASFLGLVIDRFPEQSIIS)JASHCDSCQTRLRPLDLIPILSQVFN FRCRYCKINJYPVWYALMELGLGLLFLY
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRF@®CRYCKVRYPVWYALFELGLGLLFLL
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVENRF{@CRYCKVRYPVWYALFELGLGLLFLL

MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRF[CRYCKVRYPVWYALFELGLGLLFLL
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQT|JLRPLDLIPILSQVFNRFRCRYCKVRYPVWYALFELGLGLLFLL

(e LLANLTLTONRRR ALY RIS ALV VLU DR AR AR

SIMYLSLGOQVILITAGLTLGIYDFRHQEYPLLVWMTFH IL AIY8GWRL M BFL LGI AHFIDIRMGAGDFLFLASC VFS
YSWGYLSLGQVILITAGLTLGIYDFRHQEYPLLVWMTFHLIL ASSGWNLVMVIJFLALGILAHFIDIRMGAGDFLFLASCALVFS
iQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFLFLASCALVFS

YSWELLSLSQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFLFLASCALVFS
YSWELLSLBQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFLFLASCALVFS
YSWELLSLGQV LITAGLTLEIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLRALGILAHFIDIRMGAGDFLFLASCALVFS

(e ERAT AP ARRER L FLLR v AL

VIELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV
VITELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV
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VIELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV

K non conserved
B similar

>50% conserved
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