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NTDB id 332341 ELB75 RS11140 WP 126983952.1 MVFGFFRKRKAQPTAPQQDAESVQAVEEAVQTDEVVAQAASETAEQAAAQTPDDAIPAAESESTDLIDEASAHGTASTEA 80
NTDB id 1118 NGFG RS11455 WP 003696286.1 .MFSFFRRKKKQETPALEEAQV.QET..AAKVESEVAQIVGNI........KEDV........ESLAESVKGRAESAVET 60
consensus **! !!!**! !*!** *! *! **! * !!! **********! ******** ! * *** !
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NTDB id 332341 ELB75 RS11140 WP 126983952.1 VSAEAAPAPPEILLEPGLAATQTDETANALPTVETAEQAMGGTFAAKAEEAVAFNKCDADEQASNEPASSEPTAAESVAP 160
NTDB id 1118 NGFG RS11455 WP 003696286.1 VSGA...............VEQVKETVAEMPS.........................EAGEAAE.RVESAKEAVAET... 96
consensus !!* *************** ! !! *!***************************! ! ! * * ! * !!****
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MEATEHYLMEKDEVR
NTDB id 332341 ELB75 RS11140 WP 126983952.1 LSTDIDQAAIEPVSEQPTSLGWAARLKQGLSKSRQQMAKSLAGVFGGGKIDEDLYEELETVLLTSDMGIEATEHLMEEVR 240
NTDB id 1118 NGFG RS11455 WP 003696286.1 VGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLITGDMGMEATEYLMKDVR 176
consensus * * ! * * ** !!!!!!!!!!! !!! !!!!!!!!!!!! ! !!!!!!!!!!!*! !!!*!!!!*!! *!!
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LYDEL IKPLEKQPLMVLPAEDTKERPFVIMLAGINGAGKTTS IGKLAKYFQAQGKSVLLAAGDTF
NTDB id 332341 ELB75 RS11140 WP 126983952.1 QRVSLRGLRDGEELRGALKEAIYELIKPLEQPMVLPADKRPFVIMLAGINGAGKTTSIGKLAKYFQAQGKSVLLAAGDTF 320
NTDB id 1118 NGFG RS11455 WP 003696286.1 GRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKYFQAQGKSVLLAAGDTF 256
consensus !!!!*!!*!! !!!!!!!!!*!*!!!!!! !*!!! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RAAAREQLAQAEWGEGRNGNVTVI SQATSTGDSAAVCFDAVEQAAKARGIDIVLADTAGRLPTQLTHLMEE IKKVKRVLQKAS IMPDGAPH
NTDB id 332341 ELB75 RS11140 WP 126983952.1 RAAAREQLAEWGERNGVTVISQASGDSAAVCFDAVEAAKARGIDIVLADTAGRLPTQTHLMEEIKKVKRVLQKSMPDAPH 400
NTDB id 1118 NGFG RS11455 WP 003696286.1 RAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEIKKVKRVLQKAIPGAPH 336
consensus !!!!!!!! !! !! !!!!!! *!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!! *! !!!

logo E I IVVVLDANIGQNAVNQVI
KAFDDALGLTGL IVTKLDGTAKGGI

VLAALASDRRPVPVRFYIGVGEGIDDLRPFDNARAEFVDALL
NTDB id 332341 ELB75 RS11140 WP 126983952.1 EIVVVLDANIGQNAVNQVIAFDDALGLTGLIVTKLDGTAKGGVLAALASRRPVPVRFIGVGEGIDDLRPFNAREFVDALL 480
NTDB id 1118 NGFG RS11455 WP 003696286.1 EIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGIDDLRPFDARAFVDALL 416
consensus !!*!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!!!!!*!!!!!!!!!!!!! !! !!!!!!
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