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NTDB id 332325 ELB75 RS04960 WP 126982976.1 CFAAQQQLVVLGARRSQAAEFNREYRKLLAAQG.RASEQGWFAGQVLMVAENDYAVKVFNGDIGIVLPH...GDGLAAFF 472
NTDB id 1134 OK783 RS03985 WP 010358120.1 AYAGISDIVVLAAWRQDAEDFNEAYCSYVRRKMNIPEHLAYFAGEPIMIRQNDYALELFNGDIGLIMEDVGRQGSLAAYF 475
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NTDB id 332325 ELB75 RS04960 WP 126982976.1 LSAAVQRKNYRRTGLGEALRLVK... 567
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