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MFKI FKRLNAKEWGMVLLSTAF ICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS
NTDB id 332079 EJ997 RS13355 WP 228201550.1 ................................................................................ 0
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus ********************************************************************************
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RTAASFTTRLRSDI FNRVMDYSEAE IKKFS IPSLLTRTTNDLTQLQIMIVMGMQVVTRGP IMAVWALTKIWGKSDEWTGA
NTDB id 332079 EJ997 RS13355 WP 228201550.1 ................................................................................ 0
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus ********************************************************************************
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VGVAVL IVF IMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL
NTDB id 332079 EJ997 RS13355 WP 228201550.1 ................................................................................ 0
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
consensus ********************************************************************************
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MNPVMTVVSSGLTLAIYW IGAYLLNDIKIPMTSVTAAKGAIADR I SVFSDMVVFSSYAMQVVVGFMMMVAI F I I LPRALV
NTDB id 332079 EJ997 RS13355 WP 228201550.1 ................................................................................ 0
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
consensus ********************************************************************************
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SAKR INEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVI EHVSFSAKAGETVAF IGSTGSGKSTLVNL IPR
NTDB id 332079 EJ997 RS13355 WP 228201550.1 ................................................................................ 0
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPR 400
consensus ********************************************************************************
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FYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKG
NTDB id 332079 EJ997 RS13355 WP 228201550.1 ................................................................................ 0
NTDB id 369 SMU RS04255 WP 002263293.1 FYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKG 480
consensus ********************************************************************************

logo

LDTEVAQGGTNFSGGQKQRLAIARAL
MAERDKPVDE I

L
I
L I FDDSFSALDFYAKTDKRI

KLRANADLAPDKAKI
T
K
P
E
N
M
V
A
T
K
VL IVAQR I STIMRDGADHQI L

NTDB id 332079 EJ997 RS13355 WP 228201550.1 .........................MAEDVDLIIFDDSFSALDFATDKKLRAALPDAIPNVAVLIVAQRISTIRGADQIL 55
NTDB id 369 SMU RS04255 WP 002263293.1 LDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHIL 560
consensus **************************! ****!!!!!!!!!!* !!* !! !* * * !!!!!!!!!! !!*!!



logo VLDGQGKRDVVGQGTHEKELKLAENTCNDS ITYQRE IAVAYSQLSAKEEALAENGK
NTDB id 332079 EJ997 RS13355 WP 228201550.1 VLDGGRDVGQGTHEELKETCSTYREIVASQLSAEEAA... 92
NTDB id 369 SMU RS04255 WP 002263293.1 VLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
consensus !!! !* !!!!!! !! * ! !! !!!! !! ***
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