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NTDB id 1184 GTF74 RS02335 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATT........ 72
NTDB id 1167 A1552VC RS11065 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATT........ 72
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATT........ 72
NTDB id 1038 H0N27 RS01510 WP 000993725.1 .....MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGYENAVNEGAVP..........TK 65
NTDB id 1192 PAKAF RS23870 WP 024947914.1 .....MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSRGWSVKSGTGTEDATKK 75
NTDB id 331931 EKH72 RS03140 WP 029831396.1 MKQSKQKKQQGFTLIELMIVVAIIGVLSAIAVPAYKDYVSKSELASGFATIKSVITPAELYIQENGA........ISGAS 72
NTDB id 1292 VP RS12235 WP 005479693.1 MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHYQENGI........AAAAT 72
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NTDB id 1184 GTF74 RS02335 WP 000649326.1 ...AGTAAGFTRLGTVEDMGDGKIVIAPTA.SGALGGTIKYTFDAG..VVSSSKIQLARDA.NGLWTCSTTVT..SEIAP 143
NTDB id 1167 A1552VC RS11065 WP 000649326.1 ...AGTAAGFTRLGTVEDMGDGKIVIAPTA.SGALGGTIKYTFDAG..VVSSSKIQLARDA.NGLWTCSTTVT..SEIAP 143
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 ...AGTAAGFTRLGTVEDMGDGKIVIAPTA.SGALGGTIKYTFDAG..VVSSSKIQLARDA.NGLWTCSTTVT..SEIAP 143
NTDB id 1038 H0N27 RS01510 WP 000993725.1 LSDVGFTAATSSVCATYSI......DAFTETDGAGK..ITCTLKG.NPKIATKIVELTRST.DGAWTCVSDVP..TEFLP 133
NTDB id 1192 PAKAF RS23870 WP 024947914.1 EVPLGVAADANKLGTIALK........PDPADGTADITLTFTMGGAGPKNKGKIITLTRTAADGLWKCTSDQD..EQFIP 145
NTDB id 331931 EKH72 RS03140 WP 029831396.1 PSDLGVSAGANSLGTLSIS............GN..A..VVFT.HNNG.AVSGAAFTYSRGTSS.GWTCALTGQPTGVDAP 133
NTDB id 1292 VP RS12235 WP 005479693.1 LAQLGVDVAANDLGAIDSA........LA..GGSPT..LTFTFDADS.SIDGGILTFTRDAAT.GWSCLPTAPAIAVD.. 136
consensus *! *** ******* * *** ** * ** *!**** *** * **!** **!*!**** ** **

logo KGCSTKAGTAPTTI ENGAITSL

NTDB id 1184 GTF74 RS02335 WP 000649326.1 KGCTAGATIN...... 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 KGCTAGATIN...... 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 KGCTAGATIN...... 153
NTDB id 1038 H0N27 RS01510 WP 000993725.1 KGCTAGTPTEGAITSL 149
NTDB id 1192 PAKAF RS23870 WP 024947914.1 KGCSK........... 150
NTDB id 331931 EKH72 RS03140 WP 029831396.1 KGCS............ 137
NTDB id 1292 VP RS12235 WP 005479693.1 .GCS............ 139
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