A0 A TEILT TG ERAE DA DNERLw el sV T
Ercowl ISl S mil A SR = =LV . % I:IV

NTDB id 124 BSU 16930 NP 389575.2

NTDB id 462 GPW51 RS00385 WP 012774894.1 BNV KAE IAVGTEILTGQI NTNAQFLSEK@AE G DVYFBITAVGDNE@ERLLSPLE ASERSI V L

NTDB id 412 SMU RS09535 WP 002262393.1 NNV K EITAVGTEILTGQIVNTN QFLSEKIJAE G DVYFQTAVGDNERRLLS LIA

NTDB id 331804 EHW89 RS08760 WP 126467892.1 ... .|WdNRR@NieugoisRinelnhniaiun VAR |DHS N GWSEADANAGIRMY LI A RN RN BAYIR)

NTDB id 170 SP RS09755 WP 000642718.1 e

NTDB id 280 KZH43 RS08670 WP 000642700.1

NTDB id 205 SPR RS08830 WP 000642700.1

NTDB id 239 SPD RS09270 WP 000642701.1

NTDB id 538 SMSK321 RS11060 WP 000642686.1

NTDB id 510 SM12261 RS08320 WP 000642690.1

consensus Pl bbb b bbb Pl EES ! rrrrnd I * EE RN SN

WO e o,k vl NNEBQA T T

.{..wé Et iR % DA |A58xArE<,A 5 yERy

NTDB id 124 BSU 16930 NP 389575.2 Q

NTDB id 462 GPW51 RS00385 WP 012774894.1

NTDB id 412 SMU RS09535 WP 002262393.1 K

NTDB id 331804 EHW89 RS08760 WP 126467892.1 [INANRN.NEINN

NTDB id 170 SP RS09755 WP 000642718.1

NTDB id 280 KZH43 RS08670 WP 000642700.1

NTDB id 205 SPR RS08830 WP 000642700.1

NTDB id 239 SPD RS09270 WP 000642701.1

NTDB id 538 SMSK321 RS11060 WP 000642686.1

NTDB id 510 SM12261 RS08320 WP 000642690.1

consensus NERES P 1 * 3k |k * ok Pooskskskokok 11 ! Poskok Dok Dok Do Dok Dok |k ! rrrrrnd

A Vel TesORARE ALV L T T AT LR THAs e
AFE%X E!gK SSELMM IE%EYA [l ) A0S ';5 gg

NTDB id 124 BSU 16930 NP 389575.2 L PMiyaN - IyqPisLimQeule XK WYSWVLRFEFGIGESQLIWLIND ' IDIMQT 'PT 'APIBAFNNGEVTLRL FiK|z| 18] - ISEg:AR

NTDB id 462 GPW51 RS00385 WP 012774894.1 BN [AIMNLYSRVLRFFGIGESQLVT LAD IDMQTDPTLAPYAKWGEVTLRLSTKA SQEEAN|N;A

NTDB id 412 SMU RS09535 WP 002262393.1 BTRINKLYSRVLRFFGIGESREILVT LEIDLIJRAQTDPT APYAKTGEVT RLSTKARIJQREA EJi

NTDB id 331804 EHW89 RS08760 WP 126467892.1 MNTGRAKLYSRVLRFFGIGESQLVT L DLIDNQTDPT APYAKTGEVTLRLSTKA SQIYEA )N

NTDB id 170 SP RS09755 WP 000642718.1 M TGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQPEN

NTDB id 280 KZH43 RS08670 WP 000642700.1 M TGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQEN

NTDB id 205 SPR RS08830 WP 000642700.1 M TGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQLN

NTDB id 239 SPD RS09270 WP 000642701.1 M TGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQEN

NTDB id 538 SMSK321 RS11060 WP 000642686.1 M TGSKLYSRVLRFFGIGESQLVTIL DLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQW

NTDB id 510 SM12261 RS08320 WP 000642690.1 NTGSKLEISRVLRFFGIGESQLVTIL DLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQY

consensus

R N N NN N NN ey R e e oy I R I R R O R I R ey e

159
156
156
156
156
156
156
156
156
156

239
233
233
232
232
232
232
232
232
232



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

124
462
412

331804 EHW89 RS08760 WP 126467892.1

170
280
205
239
538
510

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

124
462
412

331804 EHW89 RS08760 WP 126467892.1

170
280
205
239
538
510

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

124
462
412

331804 EHW89 RS08760 WP 126467892.1

170
280
205
239
538
510

consensus

BSU 16930 NP 389575.2
GPW51 RS00385 WP 012774894.1
SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1
SMSK321 RS11060 WP 000642686.1
SM12261 RS08320 WP 000642690.1

BSU 16930 NP 389575.2
GPW51 RS00385 WP 012774894.1
SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1
SMSK321 RS11060 WP 000642686.1
SM12261 RS08320 WP 000642690.1

BSU 16930 NP 389575.2
GPW51 RS00385 WP 012774894.1
SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1
SMSK321 RS11060 WP 000642686.1
SM12261 RS08320 WP 000642690.1

bl

LDILENQILHQTFEG

o e el el {EQAIVAHLA.,LVF i

SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGYSSIFIMGGFVTYS

SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGYSSIFIAGGFVTYS
SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGYSSIFIAGGFVTYS
SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGSSIFJ@GGFVTYS
SLRDMCYGYGEERISLASIVVEELK QGKTIPAAESLTAGLFQATVA FSGASSIFJdGGFVTYS
SLRDIMCYGYGEETSLASIVVEELKRQGKTIg AESLTAGLFQARIVA FSGASSIFIMGGFVTYS

kokok Dsksk | skok  skkskkoskskskskkkkok | % | kok b1 skokok sk ok k ok * %k |k | [ | * % % k wkokskk 1)

0K ol VST AT LT DL V) W e

* *x | % * * % k * * |k * | % %k % | | % 3k 3k k %k % %k *

KRORIAL RS,

X non conserved
B similar
> 507 conserved

416
393
418
422
418
418
418
418
418
418

311
308
308
312
312
312
312
312
312
312

391
370
388
392
392
392
392
392
392
392



