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NTDB id 331729 EJ378 RS11430 WP 126427505.1 MLHELTIRNFAIIKSVTISFRRGLNILTGETGAGKSIIIDAIGLLLGERGSADFVRHGEKRAEVEGLFELPADSPAFAIC 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVC 80
consensus !!*!!*!*!!!!! *!*!! !!! *!!!!!!!!!!!!!!!! !!*! !!! *!!!*!! *!!*!!!! !* *! **!
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NTDB id 331729 EJ378 RS11430 WP 126427505.1 EGFGVQVEADGMLVVRRDISQQGKSVIRINGQLVTLAMLRELGPWLVQIHGQHDAITLMQSEKHIEWLDAYGEAELADTK 160
NTDB id 352 BSU 24240 NP 390304.2 AEQGIDVS.DEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESAL 159
consensus !* ! *! !*!*!!!!! !!!!*!*!! !!!*! !!!*!* !* !!!!!! !! ! !* !! ** !!*

logo

K
Q
E
TYAQERGLYNQARYRVKLML

R
K
Q
D
KLEKQRLMASERNSEQRELMAHQRI

LDL ILQFYQLEKE I EESAAKLELPGNEDEKQLLQAEEQRKQKQI
WSNFVEKI

V
F
Y
A
E
G
S
I
L
E
Q
H
NAYNQALRSGS

NTDB id 331729 EJ378 RS11430 WP 126427505.1 QEYARLYNAYRKMRQDLERMARNERELAQRIDLLQYQLKEIEEAALEPGEDEKLLAQRKKWSNVEKVFAGIEHAYQALSG 240
NTDB id 352 BSU 24240 NP 390304.2 KTYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRS 239
consensus ! !* ! !* ! * ! !*!*!*!!*!*!! !!! ! !!* !!! ! ! !! !!** * *!!*!!
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NTDB id 331729 EJ378 RS11430 WP 126427505.1 EQRGLDWLAHAMSELERVLPYDDSLAPVVEAIRSAYYQIEDAVHSLAQLKEQLEYSPAELAAVEERLDLIYRLRRKYGKS 320
NTDB id 352 BSU 24240 NP 390304.2 EQGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGAT 319
consensus !! !!!!***! !! * * **! ** ! * !! *!!! * * ** * !!* ! ! *! !! ! !*!!!! *

logo VENDI LEYAASAKI EQDEE I
L
D
E
E
Q
I
M
E
Q
H
N
R
YDESHRLQKSLEKAKEHLADESLVAGAKDLVAVEAALENLVSQS IKRKRETLWAAKKRLADKAE I EHEREQLHKESLCYMEKRASRTFADI

TEFVKR
NTDB id 331729 EJ378 RS11430 WP 126427505.1 VNDILEYAAAIQDELEEMQHYDERLQKLEAHLAELAADLAVEALELSSKRRELAARLAKAIEEQLHELCMERARFAIEVR 400
NTDB id 352 BSU 24240 NP 390304.2 VEDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFK 399
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NTDB id 331729 EJ378 RS11430 WP 126427505.1 QLE...DEQGIEVAGVKRQINANGIDQVEFMIAPNPGEPLRPLAKIASGGELSRVMLAIKTILAASDQVETFIFDEIDTG 477
NTDB id 352 BSU 24240 NP 390304.2 VRTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTG 479
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NTDB id 331729 EJ378 RS11430 WP 126427505.1 VSGRAAQAIAEKLARVARHRQVLCISHLPQVASMADVHFLIHKEIGEEQTVTHVTPLSDEERVIELARMLGGAEVTEKTK 557
NTDB id 352 BSU 24240 NP 390304.2 VSGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTK 559
consensus !!!! !!!!!!!***! * !!!!!*!!!!!! !!! ! !*!!* * ! !*! !!! !*! !**!!**! !!!* !!
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NTDB id 331729 EJ378 RS11430 WP 126427505.1 EHAREMIQLGKQRKAVNAD 576
NTDB id 352 BSU 24240 NP 390304.2 RHAKELLKQADQVKTTG.. 576
consensus !!*!** * ! ! **
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