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NTDB id 331502 EJN90 RS00950 WP 126108450.1 MAQNFRTNKKIPTKPTNFKDTWIKLLNYCRNYWVIIGAALLASAFGTILTLIGPDKLSELTDLITSGIATGIDMDAVTKI 80
NTDB id 370 SMU RS04260 WP 002263294.1 .............MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEI 67
consensus ************* * ! * *!** ! * ! !** * * *!*!!!!*! !*!! *! !*! !!*! * !
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NTDB id 331502 EJN90 RS00950 WP 126108450.1 GLTLVAFYGASTLLSLAQGIIMATITQRISNQLRDDISTKINRLPISFYDRIAKGDILSRVTNDVDTIAQSLNNSIGTLV 160
NTDB id 370 SMU RS04260 WP 002263294.1 ALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMV 147
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NTDB id 331502 EJN90 RS00950 WP 126108450.1 TAVTLLIGSLFIMIKTNLILTLTAIIATFIGFGLMMVIMKQSQKYFVRQQADLGDINGHIEEIYSGHTIVKAYNGETREK 240
NTDB id 370 SMU RS04260 WP 002263294.1 AAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSK 227
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NTDB id 331502 EJN90 RS00950 WP 126108450.1 ATFDRINQSLQDSGFKAQSLSGLMMPLMSFIGNFGYVAVCIVGAMLAINGSISFGVIVAFIMYVRYFTQPLSQIAQAAQS 320
NTDB id 370 SMU RS04260 WP 002263294.1 KQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQ 307
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NTDB id 331502 EJN90 RS00950 WP 126108450.1 LQSTAAASERVFQMLEAKEMEDESYKTAGLEKARGFVEFNHVQFGYEGTEKTIIHDFSAQAKPGQKIAIVGPTGAGKTTI 400
NTDB id 370 SMU RS04260 WP 002263294.1 LQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSP.DKTIIHDFSAHAKAGQKIAIVGPTGAGKTTI 386
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NTDB id 331502 EJN90 RS00950 WP 126108450.1 INLLMRFHEINSGEIKIDGISTQELTRQDVHNQFCMVLQDTWIFEGTIRENLIYSMDHVSDDKIIEACKAVGIHHFIATM 480
NTDB id 370 SMU RS04260 WP 002263294.1 VNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTL 466
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NTDB id 331502 EJN90 RS00950 WP 126108450.1 PKGYETVLNDQVTLSEGQKQQITIARAMIADRPMLILDEATSSVDTRTELKIQEAMDQLMVGRTSFIIAHRLSTIKNADL 560
NTDB id 370 SMU RS04260 WP 002263294.1 PKGYDTVLDDSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADL 546
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NTDB id 331502 EJN90 RS00950 WP 126108450.1 ILVMKDGDIIESGTHDELLIKGSFYADLYNSQFEAA.. 596
NTDB id 370 SMU RS04260 WP 002263294.1 ILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
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