
logo

MMKMKKSKRWL IAGLTAGLVVALLASGTVGAIVMLLASAACCSGSQKSSNTDSTGSTTYSGSYTVFYNSASNDPTESTFLNDYLI LTDSYNYTTGDPNTTKATSAVI
VTNLGVDGLLMENADSKYGNLTVPASLV

NTDB id 331396 EJF26 RS08905 WP 025168952.1 MMKMKKRLIGTGLV.LATGIMLSACGQSNTDTSTYSSTFSANPTTFNYLLDYYTDNTAVITNLVDGLLENDSYGNLTPAL 79
NTDB id 475 HSISS4 RS07005 WP 021143809.1 .MKKSKWLALAGVALLSVGALAACSSKSSTSGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYGNLVPSV 79
NTDB id 324 STU RS16140 WP 011226306.1 .MKKSKWLALAGVALLGVGVLAACSSKSNTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSV 79
NTDB id 292 STER RS06940 WP 011681419.1 .MKKSKWLALAGVALLGVGVLAACSSKSNTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSV 79
consensus !!**!*!***!***!**!********!*!***!!*******!****!************!!*!!!!*!*!*!!!!*!**

logo AEDWSVSAQKDGLTYTYKLIRRKDGAVIKWYTASDEGEEYADPNVKTAQKDFVTGI
LKYHAADGNSKGAQGAGLMIDYL IVQNDS IKAGLNSDYVLTSGAVTTNNKDFSTNVGV

NTDB id 331396 EJF26 RS08905 WP 025168952.1 AEDWSVSADGLTYTYKLRRDAKWYTADGEEYAPVKAQDFVTGIKYAADNKGQAMDLIQNSIKGLNDYVTGVTNDFSTVGV 159
NTDB id 475 HSISS4 RS07005 WP 021143809.1 AEDWSVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKDFSNVGV 159
NTDB id 324 STU RS16140 WP 011226306.1 AEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGV 159
NTDB id 292 STER RS06940 WP 011681419.1 AEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGV 159
consensus !!!!!!!*!!!!!!!!*!***!!!!**!!!!!*!*!*!!!!!*!*!!!*!*****!*!*!!*!!*!!**!***!!!*!!!

logo KALIDEDYTVLEQYTLTKKRQPEPYWNSKTTNYGS ILLSFPVNEEDFLKSNKDGKDFGTKLSTTDPDTGS I LYNGPYFLLKDSFLTSAKSS I EYLTVKNPENHYYWDHK
NTDB id 331396 EJF26 RS08905 WP 025168952.1 KALDDYTVEYTLTRPEPYWNSKTTNSILFPVNEEFLKSKDKDFGTL.TPDGILYNGPYLLKDFTSKSSIEYVKNPHYYDH 238
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KAIDDYTLQYTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKNENYWDK 239
NTDB id 324 STU RS16140 WP 011226306.1 KAIDEYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDK 239
NTDB id 292 STER RS06940 WP 011681419.1 KAIDDYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDK 239
consensus !!*!*!!**!!!**!!!!!!!!!!***!*!!!!*!!!*!*!!!!****!**!!!!!!*!!!**!*!!!!!**!!**!*!*
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NTDB id 331396 EJF26 RS08905 WP 025168952.1 DKVTIEKVKLAYFDGSDQEMTIRNFESGAYSIAGVYPNSSNYAKTKEKYQDNIVYSLQDKTSWYFNFNVNRKTYNHTAKT 318
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KNVHFDAIKLSYYDGSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSYKFSAKK 319
NTDB id 324 STU RS16140 WP 011226306.1 KNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSYKYTAKK 319
NTDB id 292 STER RS06940 WP 011681419.1 KNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSYKYTAKK 319
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VN

NTDB id 331396 EJF26 RS08905 WP 025168952.1 SDQQKKSAQTAILNKNFRQAINFGIDRTAYSAQSNGEEAASKTLRNTLVPPTFVQVGDKTFGEVTASKLVNYGTEWSGIN 398
NTDB id 475 HSISS4 RS07005 WP 021143809.1 TDAEKTSTKKALLNKDFRQSINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVN 399
NTDB id 324 STU RS16140 WP 011226306.1 TDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVN 399
NTDB id 292 STER RS06940 WP 011681419.1 TDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVN 399
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NTDB id 331396 EJF26 RS08905 WP 025168952.1 LADAQDAYFNKEKAQAKFAEAKKELEAQGVTFPIHLDVPVDQTNKNAVSGMNSVKQTLETVLGSDNIVIDVQQLSTDDFG 478
NTDB id 475 HSISS4 RS07005 WP 021143809.1 FTDGQDGLYNAEKAKTEFAKAKETLQADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQLSSDDIQ 479
NTDB id 324 STU RS16140 WP 011226306.1 FADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLSSDDLE 479
NTDB id 292 STER RS06940 WP 011681419.1 LADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLSSDDLE 479
consensus *!*!!***!*!!!***!!*!!**!*!*!!*!!!!!!*!!*!**!**!****!*!!!*!**!!!*!*!!!**!!!*!!**



logo NAVATFLLNAPANPAAAREDYWDLINSNFGSDVAIGWGVAGPDYQDPSTYLDPI FNKATETDSGSFEYNLTKI
T
AFGML

G
D
Y
A
D
K
D
E
P
D
N
Q
N
G
A
L
A
I
A
K
A
S
Q
L
VGLDKTDYTDKALLDKNESADAASENTQTSDVL

NTDB id 331396 EJF26 RS08905 WP 025168952.1 NVAFLAPNPAARDYDLN.FDGWVGDYQDPSTYLDPFNAEDGFYLKIFGLDAKEDQGLIKSLGLDTYTKLLKEADAENQDV 557
NTDB id 475 HSISS4 RS07005 WP 021143809.1 NATLNAANAAAEDWDISNGVIWGPDYQDPSTYLDIFKTTSSENTKTFMGYDDPNNAAAAQVGLKDYDALLDSAASETTDL 559
NTDB id 324 STU RS16140 WP 011226306.1 NVTLNAANAAAEDWDISNSVAWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSDL 559
NTDB id 292 STER RS06940 WP 011681419.1 NATLNAANAAAEDWDISNSVGWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSDL 559
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DKGNDSGSSNDNYFYIKYMVRKLPQKEDKPVVTKKQEFYDEEQASKRAEKWELEK
NTDB id 331396 EJF26 RS08905 WP 025168952.1 AKRYEKYAEAQAWMIDNSLVMSAM.SNGGTASVTKVTPFTRAYSLVGIKGDGN.NYKYMRLQKDPVTKKQFDEAKAKWEE 635
NTDB id 475 HSISS4 RS07005 WP 021143809.1 NARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASMQVGDKNS.SDYFKYVKPQEKVVTKKEYEQSREKWLK 638
NTDB id 324 STU RS16140 WP 011226306.1 NVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWLK 639
NTDB id 292 STER RS06940 WP 011681419.1 NVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWLK 639
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logo ESKKAKEAS INEKSAQKEDFLENKHI
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NTDB id 331396 EJF26 RS08905 WP 025168952.1 ESKKAIEKSQKEFENHIK 653
NTDB id 475 HSISS4 RS07005 WP 021143809.1 EKKASNEKAQKDLEKHVK 656
NTDB id 324 STU RS16140 WP 011226306.1 EKKESNEKAQKDLEKHVK 657
NTDB id 292 STER RS06940 WP 011681419.1 EKKESNEKAQKDLEKHVK 657
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