
logo MDFEKI EQAAYTNYLLLEDNVCQVR I
L
Q
E
S
T
D
QLVHTNHFLYDALVI EQNSAI

CYLDGGAETGEALDEDQFVIKENNQKAKLKRHQLANLRSKEEWLRKRTSYFQFLI LFMIKAGTQTS
NTDB id 331386 EJF26 RS08460 WP 000345148.1 MDFEKIEQAYTYLLENVQVIQSDLVTNFYDALVEQNSIYLDGETELEQVKENNQALKHLALRKEEWLKTYQFLLMKAGQT 80
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
consensus !!!!!!!*!!**!!*!*!*****!*!**!!!!*!!!**!!**!******!!!!**!**!*!*!!!!****!!***!!*!*
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NTDB id 331386 EJF26 RS08460 WP 000345148.1 EPLQANHQFTPDAIALLLVLVVEELLDQEEISILEIGSGMGILGATFLTSLAKKVDYLGIEVDDLLIDLAASMADVIGLQ 160
NTDB id 401 FSA28 RS09370 WP 002291646.1 QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSS 160
NTDB id 392 SMU RS09000 WP 002263442.1 QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSS 160
consensus **!!*!!!!!!!*!********!*!*******!*!!!!!*!*!**!******!**!!*!!!!!!!!!!!*!!*!!!****
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NTDB id 331386 EJF26 RS08460 WP 000345148.1 AGFVQGDAVRPQMLKESDVVISDLPVGYYPDDAIASRYQVASSQEHTYAHHLLMEQGIKYLKSNGYAIFLAPSDLLTSPQ 240
NTDB id 401 FSA28 RS09370 WP 002291646.1 VHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ 240
NTDB id 392 SMU RS09000 WP 002263442.1 VHFVQEDAVRPQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ 240
consensus **!!!*!!!!!!*!!!!!**!!!!!!!*!!*!*!!*!!!!!****!!!!!!!!!!!**!!!!**!*!!!!!!*!!!!!*!
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NTDB id 331386 EJF26 RS08460 WP 000345148.1 SDLLKGWLKDEVSLAAIIALPEDIFSIASQAKSIFVLQKKRDKEIEPFVYPLTSLQDPAALMKFKENFQKWSQGTEN 317
NTDB id 401 FSA28 RS09370 WP 002291646.1 SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
NTDB id 392 SMU RS09000 WP 002263442.1 SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
consensus !*!!!*!!***!***!*!*!!!*!!***!**!!!!!!*!******!*!!!!!!*!!!!**!**!**!!*!!******
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