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NTDB id 599 KW2 RS05940 WP 021037268.1 79
NTDB id 407 SMU RS04605 WP 002262865.1 78
NTDB id 331334 EJF26 RS01905 WP 000705337.1 80

NTDB id 525 SMSK321 RS06295 WP 000705298.1 MKITNYEIYKLKKSGLTNQQILKVLEYGENVDQELLLGDIADISGCRNPAVFMERYFQIDDAHLIXKEFESKHWPSFSILDDC 80
NTDB id 497 SM12261 RS05565 WP 000705318.1 MKITNYEIYKLKKSGLTNQQ LPVLEYGENVDQELLLGDIA ISGCRNPAVFMERYFQIDDAHLJAKEFQKFPSFSILDDC 80

NTDB id 267 KZH43 RS05590 WP 000705306.1 80
NTDB id 226 SPD RS05990 WP 000705306.1 80
NTDB id 192 SPR RS05715 WP 000705306.1 80
NTDB id 157 SP RS06205 WP 000705306.1 80
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NTDB id 599 KW2 RS05940 WP 021037268.1 YPINHLIMETY J¥PVL FY[NGN DLLKIJPK ARJVGSRINNGARIGINKSYV K gL IVSGLAKGIDTA ;I LSVSK TKTP 159
NTDB id 407 SMU RS04605 WP 002262865.1 YPIR LIGIY JYPVLLFY[@RG LDLLEWIPK AVVGSRRENS[ANIGLEN VK IQNLEIY IJVI SGLA GIDTAAHMA LISSGGIN 158

NTDB id 331334 EJF26 RS01905 WP 000705337.1 PWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSR CSBJQGAKSV KVIQGLENEL VSGLAKGIDTAAHMAALQNGG 160
NTDB id 525 SMSK321 RS06295 WP 000705298.1 YPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSR CSKQGAKSVEK IQGLENELVIVSGLAKGIDTAAHMAALQNGGK 160
NTDB id 497 SM12261 RS05565 WP 000705318.1 YPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLENELVIVSGLAKGIDTAAHMAALQNGGK 160

NTDB id 267 KZH43 RS05590 WP 000705306.1 YPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLENELVIVSGLAKGIDTAAHMAALQNGGK 160
NTDB id 226 SPD RS05990 WP 000705306.1 YPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLENELVIVSGLAKGIDTAAHMAALQNGGK 160
NTDB id 192 SPR RS05715 WP 000705306.1 YPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLENELVIVSGLAKGIDTAAHMAALQNGGK 160
NTDB id 157 SP RS06205 WP 000705306.1 YPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLENELVIVSGLAKGIDTAAHMAALQNGGK 160
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NTDB id 599 KW2 RS05940 WP 021037268.1 239
NTDB id 407 SMU RS04605 WP 002262865.1 238
NTDB id 331334 EJF26 RS01905 WP 000705337.1 pe¥NANeHNeNIAANGZIRYN\IQ:AN0; IGNHLVLSEYGPGE PLKFHFPARNRITAGLCRGVIVAEA 240

NTDB id 525 SMSK321 RS06295 WP 000705298.1 TIAVIGTGLDVFYPKANKRLQDYIENDHLVLSEYGPGEQPLKFHFPARNRITIAGLCRGVIVAEAKMRSGSLITCERAMEE R
NTDB id 497 SM12261 RS05565 WP 000705318.1 TIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEE XY

NTDB id 267 KZH43 RS05590 WP 000705306.1 TIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEE[EYI)
NTDB id 226 SPD RS05990 WP 000705306.1 TIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEE[EYI
NTDB id 192 SPR RS05715 WP 000705306.1 TIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEE[EYI)
NTDB id 157 SP RS06205 WP 000705306.1 TIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEE[EIIN
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NTDB id 599 KW2 RS05940 WP 021037268.1 282
NTDB id 407 SMU RS04605 WP 002262865.1 280
NTDB id 331334 EJF26 RS01905 WP 000705337.1 282

NTDB id 525 SMSK321 RS06295 WP 000705298.1 GRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF 282
NTDB id 497 SM12261 RS05565 WP 000705318.1 GRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEFR 282

NTDB id 267 KZH43 RS05590 WP 000705306.1 GRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF] 282
NTDB id 226 SPD RS05990 WP 000705306.1 GRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEFR 282
NTDB id 192 SPR RS05715 WP 000705306.1 GRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEFR 282

NTDB id 157 SP RS06205 WP 000705306.1 GRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEFR 282
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