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MI MYFFLVGSILASFLGLVIDRFPEQSII[M¥ASHCDSCEITIJLRPLDLIPILSQVFNRFRCRYCKVRYPVWYAIJFELGLG
MI MYFFLVGSILASFLGLVIDRFPEQSII[M¥ASHCDSCQTRLRPLDLIPILSQVFNRFRCRYCKERYP WYALFELGLG
MIDMYFFLVGSILASFLGLVIDRFPEQSIIS|JJASHCDSCQTRLRPLDLIPILSQVFN FRCRYCK

YPVWYALBELGLG
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTELRPLDLIPILSQVFNRFRCRYCKVRYPVWYALFELELG
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRFECRYCKVRYPVWYALFELGLG
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRF®CRYCKVRYPVWYALFELGLG
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LLFLIA S|8G LSLGQVILITAGLTLGIYDFRHQEYPLLVWMTFH IL AIJeGWRL M BFL LGI AHFIDIRMGAGDFL
LLFLJy SWG SEGQVILITAGLTLGIYDFRHQEYPLLVWMTFHLIL A[SGWNLVMVJJFLILGI AHFIDIRMGAGDFL
LLFLEYSWG LSLGQVILITAGLTLGIYDFRHQEYPLLVWMTFHLIL ASSGWNLVMVJJFLRALGILAHFIDIRMGAGDFL
LLFLLYSWG LSLGQV LITAGLTLGIYDF HQEYPLLVWMTFMNLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL

s ORGP

FLASC VFSVTELLILIQFASARIGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV 219
FLASCAL FJATELLILIQFASATGILAFLEQKKKERLPFVPFLLLAAC IIFGKLLLYV, 219
FLASCALVFSETELLILIQFASATGILAFLLQKKKERLPFVPFLLLAWCVIIFGKLLLY] 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAGC IIFGKLLLV 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLY| 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV 219

FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV 219
!

X non conserved
B similar
Bl >50% conserved
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