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NTDB id 331230 EJO50 RS16610 WP 125976039.1 MNKILPRFVVSAVLAGLLAACASA...PEEQDETRGWTAEKIFTEAKAEQDSRNFDRSNKLFEKLEARFPYGRHAQQAQI 77
NTDB id 1102 NMB RS03635 WP 002244053.1 MKKI....LLTVSLGLALSACATQGTVDKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHAQQSQL 76
NTDB id 1106 NGFG RS01495 WP 003687645.1 MKKI....LLTVSLGLALSACATQGTADKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHARQSQL 76
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DTAYNAHYYKNDQDEPKLDLKAFLAAI EDRF IRKRQLYHPAQHPNI

MDYAYLYLKRGLVNLFNEADQGSFLSNSKL IAKSQDMWSEDRDPKAANRESAFYDQTAFRAQELVTQR
NTDB id 331230 EJO50 RS16610 WP 125976039.1 ETAYNHYKNQEPLLAFAAIDRFIKQYPAHPNIDYAYYLKGLVNFNEAQGFLSSLIKQDMSERDPKAARESFDTFRQLVTR 157
NTDB id 1102 NMB RS03635 WP 002244053.1 DTAYAYYKDDEKDKALAAIDRFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQR 156
NTDB id 1106 NGFG RS01495 WP 003687645.1 DTAYAYYKDDEKDKALAAIERFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQR 156
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logo FPDNSKYAADSATVARMGVYKLVGDALAGSGHNELMHSVAKRYYYMNKRGAFYLIAAANRGAQKYKLI LI EGTSYSQSNTKRQYVEPEASLGAIMLAELAYDKKLGDLKVPEQRLRADAD
NTDB id 331230 EJO50 RS16610 WP 125976039.1 FPDSKYAADSTVRMGYLVGALASHELHVAKYYYNRGAFLAAANRGKYLLETYSSTKQVEPALGIMALAYDKLGLVELRDD 237
NTDB id 1102 NMB RS03635 WP 002244053.1 FPNSKYAADATARMVKLVDALGGNEMSVARYYMKRGAYIAAANRAQKIIGSYQNTRYVEESLAILELAYKKLDKPRLAAD 236
NTDB id 1106 NGFG RS01495 WP 003687645.1 FPNSKYAADATARMVKLVDALGGNEMSVARYYMKRGAYIAAANRAKKIIGSYQNTRYVEESLAILELAYKKLDKPQLAAD 236
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NTDB id 331230 EJO50 RS16610 WP 125976039.1 AKKVLFKNFPKSTVLDESTLFFDADWWKPW. 267
NTDB id 1102 NMB RS03635 WP 002244053.1 TRRVLETNFPKSPFLKQPWRSDDMPWWRYWH 267
NTDB id 1106 NGFG RS01495 WP 003687645.1 TRRVLETNFPKSPFLTHAWQPDDMPWWRYWH 267
consensus ***!!**!!!!!**! * *!**!!**!*
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