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ANNKTI RIIDVFPAEEKSMVR MLSESLNAV QB MUSGGRVAAIRETIM MATRNLIRENK AQMYSHNIQTG[NEE:
BNKTI RIIDVFPAEEKSMVR MLSESL{NAV QF BUYGGRVAAIREIM C AIRNLIREWK AQMYSHIQTG[RE
AAKTIDR DVFPAEEKEWMVR MLSESL[N VISQpN BIIGGGRVAAHEIMI PAIRNLIRENK AQMYSIIQTG BN
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