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MFKI FKRLNAKEWGMVLLSTAF ICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS
NTDB id 331135 EIO64 RS18970 WP 346730093.1 ................................................................................ 0
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus ********************************************************************************

logo

RTAASFTTRLRSDI FNRVMDYSEAE IKKFS IPSLLTRTTNDLTQLQIMIVMGMQVVTRGP IMAVWALTKIWGKSDEWTGA
NTDB id 331135 EIO64 RS18970 WP 346730093.1 ................................................................................ 0
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus ********************************************************************************

logo

VGVAVL IVF IMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL
NTDB id 331135 EIO64 RS18970 WP 346730093.1 ................................................................................ 0
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
consensus ********************************************************************************

logo

MNPVMTVVSSGLTLAIYW IGAYLLNDIKIPMTSVTAAKGAIADR I SVFSDMVVFSSYAMQVVVGFMMMVAI F I I LPRALV
NTDB id 331135 EIO64 RS18970 WP 346730093.1 ................................................................................ 0
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
consensus ********************************************************************************

logo

SAKR INEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVI EHVSFSAKAGETVAF IGSTGSGKSTL
MVNSLAIAPR

NTDB id 331135 EIO64 RS18970 WP 346730093.1 .........................................................................MVSLAAR 7
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPR 400
consensus **************************************************************************! ! *!
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NTDB id 331135 EIO64 RS18970 WP 346730093.1 FYDATEGTVLVDGVDVRDYTFDALYDRIGYVTQKAILFSGDVRGNVLFGASRGKD.SDADVQKALELAQASEFVDRMPGG 86
NTDB id 369 SMU RS04255 WP 002263293.1 FYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKG 480
consensus !!!!!!! * *!!* ! !!**! ! **!!**!*!*!!!! *! !* !! ! ** !! * !!!!!!! !!* * !
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RLRANDGLADKREKLTKDEMTTKRL IVAQR IGSTIMRDNADHKI IL
NTDB id 331135 EIO64 RS18970 WP 346730093.1 IHAPIAEGGTNVSGGQKQRLSIARALARRPEILVFDDSFSALDYRTDTRLRAGLDRELKDTTRLIVAQRIGTIRNADKII 166
NTDB id 369 SMU RS04255 WP 002263293.1 LDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHIL 560
consensus ** **! !!!! !!!!!!!! !!!!!!!*!!!!*!!!!!!!!!!*!! !! ! * !* !*!!!!!!! !! !!*!*



logo VLDEQGKRMVVGMQGTHEKELLMAQNTCNDP IYQE IARYSQLSKQEELEGANGK
NTDB id 331135 EIO64 RS18970 WP 346730093.1 VLDEGRMVGMGTHEELMQTCPIYQEIARSQLSQEELGA.. 204
NTDB id 369 SMU RS04255 WP 002263293.1 VLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
consensus !!! !**!! !!! !!* **!!!!!! !!!! !!! **
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