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consensus ** ! **! !* *! *!!* !* ! *!* * !!!*!!* !! *! !! !!!*!!!! * ! *!!*!!

logo

I
V
A
SAI

V
A
I
L
Q
F
L
I
LGCS ILFVMMF

I
G
KTENGWARLMAALATAIALSVTVAFALGFLVI

L
M
S
A
T
A
V
I
VMALKRSQKPLYFKTAKQRQAENLASDTLVNSGYI

VEEMVYSGHDNVVRSLSSYNRAI
N
E
QQSV
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NTDB id 370 SMU RS04260 WP 002263294.1 KKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGIT 306
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NTDB id 331126 EIO64 RS03570 WP 249390785.1 TMVNLLMRFFEINSGNIKIDGVPTSEMTREGVHDLFSMVLQDTWLFEGTVRENLVYNKTGVTDQQLEEACRACGIYHFIE 480
NTDB id 370 SMU RS04260 WP 002263294.1 TIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIK 464
consensus !*!!!!!!!*!* ! ! !!!!* **!!! !!! ! !!!!!!!!!!!!!*!!!*!! **!! !* !**!*!**!!!

logo TLPHKGFYDTVLDDS IVATI
LSSVGQKQLLTIARALMI

L
K
Q
D
G
A
NPLML I LDEATSSVDTRTEEL IL ITQQRAMDHRLMTEGHRTSFVIAHRLSTIKRNA

NTDB id 331126 EIO64 RS03570 WP 249390785.1 TLPHGFDTVLDDSIAISSGQKQLLTIARAMIQGNPMLILDEATSSVDTRTELITQQAMDRLTEHRTSFVIAHRLSTIKNA 560
NTDB id 370 SMU RS04260 WP 002263294.1 TLPKGYDTVLDDSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNA 544
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