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NTDB id 1177 A1552VC RS01165 WP 000422572.1 .......MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQG.EAL.SVADVTALLHAMMDDARQAEFKQTREANFA 71
NTDB id 1203 PSJM300 01605 AFN76401.1 .......MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVN.KTPMSPEMTRETVHGVMNEQQRREFTENHECNFA 72
NTDB id 1019 ACIAD RS04205 WP 004922051.1 .......MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVS.KTKLDGDMIAQLIDSITTQKQRQEFIETHECNFA 72
NTDB id 1307 DR RS10055 WP 010888596.1 ...MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQG.FEPLSASDTRKLMYSMMNERQQRIFEEKRELDFS 76
NTDB id 33106 SULAZ RS02460 WP 012673878.1 METAAPRLSIDEIAKIAVERRASDIHITAGLPPCIRVDGKITPLEMYPPLTPKDSQSLIYSFMNEKQKKTFEENKEIDFS 80
NTDB id 1116 NGFG RS10615 WP 003690200.1 .......MQITDLLAFGAKNKASDLHLSSGISPMIRVHGDMRRIN.LPEMSAEEVGNMVTSVMNDHQRKIYQQNLEVDFS 72
NTDB id 1086 NMV RS00245 WP 002218487.1 .......MQITDLLAFGAKNKASDLHLSSGISPMIRVHGDMRRIN.LPEMSAEEVGNMVTSVMNDHQRKIYQQNLEVDFS 72
NTDB id 1185 GTF74 RS11940 WP 000350195.1 .......MDIAELLEFSVKHNASDLHLSAGVPPMVRIDGEVRKLG.VPAFTHSDVHRLIFEIMNDAQRSEYEEKLEVDFS 72
NTDB id 1176 A1552VC RS01160 WP 000350195.1 .......MDIAELLEFSVKHNASDLHLSAGVPPMVRIDGEVRKLG.VPAFTHSDVHRLIFEIMNDAQRSEYEEKLEVDFS 72
NTDB id 1283 ACE17W RS02630 WP 010947729.1 .......MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKIN.LPPLEHKDVIKIIYDIMNDRQRKEYEEFFETDFS 72
NTDB id 1259 GCO85 RS10305 WP 010947729.1 .......MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKIN.LPPLEHKDVIKIIYDIMNDRQRKEYEEFFETDFS 72
NTDB id 1194 PAKAF RS01995 WP 003084552.1 .......MDITELLAFSAKQGASDLHLSAGLPPMIRVDGDVRRIN.LPPLEHKQVHALIYDIMNDKQRKDFEEFLETDFS 72
NTDB id 1202 PSJM300 01600 AFN76400.1 .......MDITELLAFSAKQGASDLHLSSGLPPMIRVDGDVRRIN.LPAMDHKQVHALIYDIMNDKQRKDFEEFLETDFS 72
NTDB id 1020 ACIAD RS04210 WP 011182164.1 .......MDITELLAFSVQNRASDLHLSAGIPPMIRVDGEVRRIN.LPAMDHSEVHNLIYDIMNDKQRRDYEEKLETDFS 72
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 .......MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRIN.LPALEHKDVHRLVYDIMNDKQRRDYEEKLETDFS 72
NTDB id 1060 ABD1 RS04380 WP 000355489.1 .......MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRIN.LPALEHKDVHRLVYDIMNDKQRRDYEEKLETDFS 72
NTDB id 1040 H0N27 RS13360 WP 000355489.1 .......MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRIN.LPALEHKDVHRLVYDIMNDKQRRDYEEKLETDFS 72
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LFVSVTGAPTGTSGKTSTSTMLASAVMTVLIQGNDHYLVRINKAQSTNESHNTFHQSKR
NTDB id 1177 A1552VC RS01165 WP 000422572.1 VVRD..SGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAMTGYRNQHR 149
NTDB id 1203 PSJM300 01605 AFN76401.1 ISARG.IGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLAAMIGYRNKNS 151
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ILNREKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLASMIQHRNQHS 152
NTDB id 1307 DR RS10055 WP 010888596.1 FALGD.KARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLASMIDHINTTK 155
NTDB id 33106 SULAZ RS02460 WP 012673878.1 FGIKG.IGRFRVNVYYQRGTVAAALRRIPYEIKSMEELGLIPKVRDLCHLSMGLVLVTGPTGSGKTTTLASMIDYINTNF 159
NTDB id 1116 NGFG RS10615 WP 003690200.1 FELPN.VARFRVNAFNTGRGPAAVFRTIPSTVLSLEELKAPSIFQKIAESPRGMVLVTGPTGSGKSTTLAAMINYINETQ 151
NTDB id 1086 NMV RS00245 WP 002218487.1 FELPN.VARFRVNAFNIGRGPAAVFRTIPSTVLSLEELKAPSIFQKIAESPRGMVLVTGPTGSGKSTTLAAMINYINETQ 151
NTDB id 1185 GTF74 RS11940 WP 000350195.1 FELPN.VGRFRVNAFHQARGCSAVFRTIPTVIPTLEQLDAPEIFSKIANYEKGLVLVTGPTGSGKSTTLAAMVNYVNAHH 151
NTDB id 1176 A1552VC RS01160 WP 000350195.1 FELPN.VGRFRVNAFHQARGCSAVFRTIPTVIPTLEQLDAPEIFSKIANYEKGLVLVTGPTGSGKSTTLAAMVNYVNAHH 151
NTDB id 1283 ACE17W RS02630 WP 010947729.1 FEIAN.LARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAAVIDYINSSR 151
NTDB id 1259 GCO85 RS10305 WP 010947729.1 FEIAN.LARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAAVIDYINSSR 151
NTDB id 1194 PAKAF RS01995 WP 003084552.1 FEVPG.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEELGMGEVFKRVSDVPRGLVLVTGPTGSGKSTTLAAMLDYLNNTK 151
NTDB id 1202 PSJM300 01600 AFN76400.1 FEVPG.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGMGEVFRKITDVPRGLVLVTGPTGSGKSTTLAAMLDYLNNTK 151
NTDB id 1020 ACIAD RS04210 WP 011182164.1 FEVPN.LARFRVNVFNQNRGAGAVFRTIPSQVLTLEELGLGKIFRDICDYPRGLVLVTGPTGSGKSTTLAAMLDYINNHR 151
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 FEVPN.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDYINENR 151
NTDB id 1060 ABD1 RS04380 WP 000355489.1 FEVPN.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDYINENR 151
NTDB id 1040 H0N27 RS13360 WP 000355489.1 FEVPN.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDYINENR 151
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 TGHILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGHLCMATLHAN 229
NTDB id 1203 PSJM300 01605 AFN76401.1 SGHIISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETGHLCLATLHAN 231
NTDB id 1019 ACIAD RS04205 WP 004922051.1 KGHIITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETGHLVFATLHAN 232
NTDB id 1307 DR RS10055 WP 010888596.1 KLHILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAETGHLVMGTLHTN 235
NTDB id 33106 SULAZ RS02460 WP 012673878.1 PHHIITIEDPIEYVYQHKKSKIAQREVGTDTDSFARALKYALREDPDVILVGEMRDLETIRAALTAAETGHLVFGTLHTN 239
NTDB id 1116 NGFG RS10615 WP 003690200.1 PAHILTIEDPIEFVHQSKKSLINQRELHQHTLSFANALSSALREDPDVILVGEMRDPETIGLALTAAETGHLVFGTLHTT 231
NTDB id 1086 NMV RS00245 WP 002218487.1 PAHILTIEDPIEFVHQSKKSLINQRELHQHTLSFANALRSALREDPDVILVGEMRDPETIGLALTAAETGHLVFGTLHTT 231
NTDB id 1185 GTF74 RS11940 WP 000350195.1 NKHILTIEDPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVILVGELRDQETISLALTAAETGHLVFGTLHTS 231
NTDB id 1176 A1552VC RS01160 WP 000350195.1 NKHILTIEDPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVILVGELRDQETISLALTAAETGHLVFGTLHTS 231
NTDB id 1283 ACE17W RS02630 WP 010947729.1 YEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETGHLVFGTLHTN 231
NTDB id 1259 GCO85 RS10305 WP 010947729.1 YEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETGHLVFGTLHTN 231
NTDB id 1194 PAKAF RS01995 WP 003084552.1 YHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTT 231
NTDB id 1202 PSJM300 01600 AFN76400.1 YHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTT 231
NTDB id 1020 ACIAD RS04210 WP 011182164.1 YDHILTVEDPIEFVHEPKKCLINQREVHRDTLGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTT 231
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 YDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTT 231
NTDB id 1060 ABD1 RS04380 WP 000355489.1 YDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTT 231
NTDB id 1040 H0N27 RS13360 WP 000355489.1 YDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTT 231
consensus !!***!!!!!*** ******!!!****! ** !!***!!**!!*!!*!!*!* !****!***!!!!!!***!!!**

logo

T
G
N
SAPVTNAEQKSATVLI ENDRVI LVIHNDLFVVFDPEKMGADGSEDQREHRQKANQSEDQMF

I
V
F
L
W
R
L
V
M
T
A
S
E
Q
D
MLASFNLEVNSLVRTKQSGAI

V
M
V
I
T
A
SQ

R
K
N
S
Q
TLVILRPKDRTKAKPHEIVDNKGKNQGSGRHRVGLAI

C
S
V
A
F
I
V
Y
L
HEVI LMMLIPCNAGSINTTGPRLAALVI SARADNYL IRKQREGDNEKLTIVFYTHAKEQLIMTNKYAEGSTILVASLMIKAQRTSGTGQADRTESNA

NTDB id 1177 A1552VC RS01165 WP 000422572.1 NANQALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELHELKATMARSQE 309
NTDB id 1203 PSJM300 01605 AFN76401.1 NANQALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAADLIRKGEVHELKGLMKRSTD 311
NTDB id 1019 ACIAD RS04205 WP 004922051.1 NANQTLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEIYKIKELMARSGE 312
NTDB id 1307 DR RS10055 WP 010888596.1 SAPESIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRADGQGRVLAYEILLANPAVRALIREGKTFQITSVMQTGAR 315
NTDB id 33106 SULAZ RS02460 WP 012673878.1 TAVQTINRIINVFPMEEQDQVRTELSFVLQGVISQRLLPK.IGGGRVLIHEVMIPNTAIRNLIRENKIHQIYGLMQTGQA 318
NTDB id 1116 NGFG RS10615 WP 003690200.1 GAAKTVDRIVDVFPAGEKEMVRSMLSESLTAVISQNLLKTHDGNGRVASHEILIANPAVRNLIRENKITQINSVLQTGQA 311
NTDB id 1086 NMV RS00245 WP 002218487.1 GAAKTVDRIVDVFPAGEKEMVRSMLSESLTAVISQNLLKTHDGNGRVASHEILIANPAVRNLIRENKITQINSVLQTGQA 311
NTDB id 1185 GTF74 RS11940 WP 000350195.1 SAAKTIDRIIDVFPGSDKDMVRSMLSESLRAVIAQKLLKR.VGGGRVACHEIMLATPAIRNLIREDKVAQMYSIIQTGAA 310
NTDB id 1176 A1552VC RS01160 WP 000350195.1 SAAKTIDRIIDVFPGSDKDMVRSMLSESLRAVIAQKLLKR.VGGGRVACHEIMLATPAIRNLIREDKVAQMYSIIQTGAA 310
NTDB id 1283 ACE17W RS02630 WP 010947729.1 SATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK.NKGGRVAALEIMMCTGAIRNLIREDKIAQMYSSIQTGQA 310
NTDB id 1259 GCO85 RS10305 WP 010947729.1 SATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK.NKGGRVAALEIMMCTGAIRNLIREDKIAQMYSSIQTGQA 310
NTDB id 1194 PAKAF RS01995 WP 003084552.1 SAAKTIDRVVDVFPAEEKAMVRSMLSESLQSVISQTLIKK.IGGGRVAAHEIMIGTPAIRNLIREDKVAQMYSAIQTGGS 310
NTDB id 1202 PSJM300 01600 AFN76400.1 SAAKTIDRVVDVFPAEEKSMVRSMLSESLQAVISQTLLKK.VGGGRVAAHEIMIGTPAIRNLIREDKVAQMYSSIQTGGS 310
NTDB id 1020 ACIAD RS04210 WP 011182164.1 SAAKTIDRIIDVFPAEEKDMVRTMLSESLQAVISQTLLKK.EGGGRVAAHEIMIGIPAIRNLIREGKVAQMYSSIQTGAT 310
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 SAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.NGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAIQTGAN 310
NTDB id 1060 ABD1 RS04380 WP 000355489.1 SAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.NGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAIQTGAN 310
NTDB id 1040 H0N27 RS13360 WP 000355489.1 SAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.NGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAIQTGAN 310
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 .VGMQTFDQALYQLVVDDKISEQDALHSADS.ANDLRLMLKTKRGDDY...GSGSLQNVKI........DME........ 368
NTDB id 1203 PSJM300 01605 AFN76401.1 .LGMQTFDQALYNLYVQGEITYEDALLHADS.SNDLRLMIKLGSETDGEHLTSVS.QGLTL........EMSDDDPGRSF 380
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