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NTDB id 330817 EI981 RS14615 WP 126999310.1 MSEKMESRRPARGPMGGPPGMHGPAEKPKDFKNTWGKLILYCKNYMPVIVIALIIAAVGTVLQIIGPDKLKDMTNEITKG 80
NTDB id 370 SMU RS04260 WP 002263294.1 ..........................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKG 54
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NTDB id 330817 EI981 RS14615 WP 126999310.1 LPALINGQPVVGAIDMDAVVNIAILLVFFYASSALLSFVQNYIMATVTAKISKNMRTGISQKINKLPLKYFDKTSYGDVL 160
NTDB id 370 SMU RS04260 WP 002263294.1 LA.........GKIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTL 125
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NTDB id 330817 EI981 RS14615 WP 126999310.1 SRATNDVDTIGQTLNQSIGTMVSAVTMFVGSLIMMFYTNWILALTAIGSTIIGFVLMTVIMSNSKKHFTAQQEGLGEING 240
NTDB id 370 SMU RS04260 WP 002263294.1 SRVTNDVDLMTQSFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSG 205
consensus !! !!!!! * !* !!!* *!! !* * *!!* !! !! !! !!! ! !!!! !!!! ! **! !! !*** !
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NTDB id 330817 EI981 RS14615 WP 126999310.1 HIEEVYSGHNVVKAYNGGKAAKEIFEGINKTLYDSGWKSQFLSGLMMPIMSFIGNLGYLAVCVVGAVLAMNGTISFGVIV 320
NTDB id 370 SMU RS04260 WP 002263294.1 YVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIV 285
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NTDB id 330817 EI981 RS14615 WP 126999310.1 AFMLYIRLFTQPLAQLAQAAQTMLRTAAASERVFEFFEEEEMADESEKAKKLANVKGDVEFKHVKFGYDKDKTIIHDFSA 400
NTDB id 370 SMU RS04260 WP 002263294.1 AFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSA 365
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NTDB id 330817 EI981 RS14615 WP 126999310.1 MVRAGQKVAIVGPTGAGKTTMINLLMRFYELDGGEILMDGIPTHQTTRENVHEQFCMVLQDTWLFEGTIKENIKYSKQGV 480
NTDB id 370 SMU RS04260 WP 002263294.1 HAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHI 445
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NTDB id 330817 EI981 RS14615 WP 126999310.1 TDEEVITACKAVGLHHFIRTLPDGYNTVLNDQASLSAGQKQLLTIARAMIQNAPLLILDEATSSVDTRTERKVQEAMDKL 560
NTDB id 370 SMU RS04260 WP 002263294.1 TDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHL 525
consensus !!! !! !*!!!!*!!!!*!!! !! !!! ! *!! !!!!!!!!!!!** !!!!!!!!!!!!!!!!!! *! !!!*!



logo MEVGRTSFVIAHRLSTIRNADLMI LVMKRDGDNI I EQSGNSHDVEQLLMAEEKGNGFYADLYNSQFETEVEQQVAI
NTDB id 330817 EI981 RS14615 WP 126999310.1 MVGRTSFVIAHRLSTIRNADMILVMKDGDIIESGNHVELLEKGGFYADLYNSQFEVQQAI 620
NTDB id 370 SMU RS04260 WP 002263294.1 MEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA. 584
consensus ! !!!!!!!!!!!!!!!!!!*!!!!*!! !!! ! ! !* !!!!!!!!!!! !*
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