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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPV.WQ..PALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSV 77
NTDB id 330786 EJA05 RS08035 WP 125857885.1 MRTGMLALVLGLLSLRFLPALPPVGWLLALLLLGLACLRT...........RG....WPLGCYLLGLCWACWSAQQALDD 65
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPF...........RW....RPLAFFLFGLVWACLNAQWALDD 65
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NTDB id 1426 RS RS05575 WP 011001070.1 VLAPAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPG 157
NTDB id 330786 EJA05 RS08035 WP 125857885.1 RLAVALDGRTLWLEGRVVGLPARTEHGVRFELEQTSS.RRAELPQRLQLSWFD....................GPGLRGG 124
NTDB id 1199 PSJM300 12650 AFN78592.1 RLPVDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYG....................GPEIRSG 124
consensus *!*****!******! ! *!!*******!!*** *! * ***! !**!*!** *!*** !

logo

Q
ERWQRLTAALVNRLRKRPSHSGMLLMVNPGHSAGPFDGRYEYAATWMLLADRDRI

T
V

R
GAASTGYTI

V
Y
K
T
AGKERAILAGRAENPALMGEADAGSGVGALRSASVEGHADRWRADAGR I

L
VRRQHRLLTAAVDELPAEHAG

NTDB id 1426 RS RS05575 WP 011001070.1 QRWQLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEA 237
NTDB id 330786 EJA05 RS08035 WP 125857885.1 ERWRLAVNLRRPHGLLNPHGPDREATLLARRTGASGTVKAGERLGAP..............AHDWRDGIRQRLLAVDAHG 190
NTDB id 1199 PSJM300 12650 AFN78592.1 ERWRLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEA............ASSGAWRDRLRQRLLTVEAHG 192
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NTDB id 1426 RS RS05575 WP 011001070.1 RYAPVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAG 317
NTDB id 330786 EJA05 RS08035 WP 125857885.1 R.EAALAALVLGDGAGLARQDWQALQATGTVHLLVISGQHIGLLAGLVYGGV.......AGLARLGAW..PRRLPWLPWA 260
NTDB id 1199 PSJM300 12650 AFN78592.1 R.AGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVV.......LLLARWGIW..PQRLPWLPWA 262
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NTDB id 1426 RS RS05575 WP 011001070.1 AVAAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLA 397
NTDB id 330786 EJA05 RS08035 WP 125857885.1 CGLAMGAALLYGWLAGFGVPVQRACLMLAVVLLWRLRFRQLGVGLPLLLALLGVLLVEPLASLLPGFWLSFAAVAVLALC 340
NTDB id 1199 PSJM300 12650 AFN78592.1 CGLAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWI 342
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NTDB id 1426 RS RS05575 WP 011001070.1 ARIVAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.L 476
NTDB id 330786 EJA05 RS08035 WP 125857885.1 FSAR..............LGAWRPWRAWTRAQWVIAVGLLPVLLALGLPISLTAPLANLLAVPWLSLAVLPLALLGTALL 406
NTDB id 1199 PSJM300 12650 AFN78592.1 FRGR..............LGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLL 408
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NTDB id 1426 RS RS05575 WP 011001070.1 PEPWSQPVLIWAEAS.FAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLA 555
NTDB id 330786 EJA05 RS08035 WP 125857885.1 PLPWLGEGLLWLAGASLHGLFGWLTQVA.RLVPAWIAEPLPPWAGLLVGLGALLVLLPRGVP...LRAPGAVLMLA.LWA 481
NTDB id 1199 PSJM300 12650 AFN78592.1 WVPWLGEALLWLAGGLLAVLFELLALIA.GWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFA 484
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NTDB id 1426 RS RS05575 WP 011001070.1 RAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTE 635
NTDB id 330786 EJA05 RS08035 WP 125857885.1 PREQVPHGQVEVWQLDVGQGLAVLLRTRQHSLLYDAGPAMGAS.DLGESVVLPTLRKLGVRQLDLMLISHAHADHAGGAV 560
NTDB id 1199 PSJM300 12650 AFN78592.1 PDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGAL 563
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NTDB id 1426 RS RS05575 WP 011001070.1 TVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYA 715
NTDB id 330786 EJA05 RS08035 WP 125857885.1 AVHRGLPVKRVLAGEAT.......ALAAGLRGQSCKSGERWQWDGVDFELWQWP......AGPNSNERSCVLRVEANGER 627
NTDB id 1199 PSJM300 12650 AFN78592.1 AIQRAMPVGAVLSGEPE.......RLPAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGER 630
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NTDB id 1426 RS RS05575 WP 011001070.1 AMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIE 795
NTDB id 330786 EJA05 RS08035 WP 125857885.1 LLLAGDMEAGAERAWLAAT..EDPRIDWLQSPHHGSRTSSSEALIRAMAPRGVLISRGRHNGFGHPHPQVIERYRRQGMS 705
NTDB id 1199 PSJM300 12650 AFN78592.1 LLLTGDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAE 708
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NTDB id 1426 RS RS05575 WP 011001070.1 RLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 330786 EJA05 RS08035 WP 125857885.1 IHDTALEGALRLWLGRHG.GV.EGGRGQRRFWRDQE................ 739
NTDB id 1199 PSJM300 12650 AFN78592.1 LHDTAEHGALSLQLGAFG.GA.RRMRDEPRFWREK................. 741
consensus ***!* !!* * *** * ** * * *!*!**

X non conserved

X similar

X ≥ 50% conserved


