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NTDB id 1115 OK783 RS00485 WP 003698035.1 GVKFGATGRKKLKNET...........SAFGWGVNS......GFGGGDKWE.....AQTKIN..LPVA......AAANSI 537
NTDB id 1100 NMB RS09455 WP 002225652.1 GVKFGATGKKKLKNDT...........SAFGWGVNS......GFGGDDKWG.....AETKIN..LPIT......AAANSI 583
NTDB id 1092 CAD91899.1 1..2286( ) GVKFGATGKKKLKNDT...........SAFGWGVNS......GFGGDDKWG.....AETKIN..LPIT......AAANSI 575
NTDB id 1284 ACE17W RS12370 WP 010946666.1 GIRWGVSRPTHLSGTLEGANELAR.......................GTAPANVVPLERRLNLDLAAAPLTGATPASVGI 508
NTDB id 1257 GCO85 RS04855 WP 163621000.1 GIRWGVSRPTHLSGTLEGANELAR.......................GTAPANVVPLERRLNLDLAAVPLTGATPASVGI 508
NTDB id 1186 GTF74 RS01320 WP 000788426.1 GVRWGVMSTNGSHS........VGGSIESNLWQKGLLAD........DEFP.....VDEFLNVNLAST...SANASSIAF 394
NTDB id 1175 A1552VC RS12105 WP 000788426.1 GVRWGVMSTNGSHS........VGGSIESNLWQKGLLAD........DEFP.....VDEFLNVNLAST...SANASSIAF 394
NTDB id 1408 DSB67 RS13980 WP 010643500.1 GVRWGFTSINGSHT........VGGSIENNLATIGLYDGGGEGDDGGSSVG.....IDDFLNVNLAAT...SPNATSIAF 403
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GVKWGILSQGINQN.....SNLLVGGSETTLWNLRNPDSN.......GTYT...IERPDNLNVDLGVT...TTGASSIAF 527
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GVKWGILSQGITNN.....NNLLVGGSETTLWNLREPKKDE..TTGGYKYT...IERPDNLNVDLGVS...NP.AGSIAF 539
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GVKWGILSQGITNN.....NNLLVGGSETTLWNLREPKKDE..TTGGYKYT...IERPDNLNVDLGVS...NP.AGSIAF 539
NTDB id 330776 EI693 RS24725 WP 125466267.1 GVRWGGPLYGQ.......NSR...................................LGSELFVDLGVE...RG.TSGLGV 242
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GVRWGGAYHKGNWSGYGKDGNIGIKDEDG.......MNCGP..IAGSCTFPTTGTSKSPSPFVDLGAK...DA.TSGIGI 534
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NTDB id 1115 OK783 RS00485 WP 003698035.1 SLVRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTTASGGGNSTNTELKKAVLGLTVTPNIT 617
NTDB id 1100 NMB RS09455 WP 002225652.1 SLVRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNIT 663
NTDB id 1092 CAD91899.1 1..2286( ) SLVRAISSGALNLELSASESLSKPKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNIT 655
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT...AVAFKKAVLSLKVTPQIT 585
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT...AVAFKKAVLSLKVTPQIT 585
NTDB id 1186 GTF74 RS01320 WP 000788426.1 QVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGAS...TVAFKKAVLSLKVTPQIT 471
NTDB id 1175 A1552VC RS12105 WP 000788426.1 QVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGAS...TVAFKKAVLSLKVTPQIT 471
NTDB id 1408 DSB67 RS13980 WP 010643500.1 QVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESSSSGAT...SVTFKKAVLSLKVTPQIT 480
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GLIS.LSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEALLSLEVTPNIT 606
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GLIS.MSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSIT 618
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GLIS.MSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSIT 618
NTDB id 330776 EI693 RS24725 WP 125466267.1 GLL..RSDILLDLELSAMEKSGNGEIISQPKVVTADKETARIIKGTEVPYQETTKSGAT...SISFREASLSLEVTPQIT 317
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GFI..TDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGAT...STSFKEAALSLEVTPQIT 609
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NTDB id 1115 OK783 RS00485 WP 003698035.1 PDGQIIMTVKINKDSPAQ.CASGNNTILCISTKSLNTQAMVENGGTLIVGGIYEENNGNTLTKVPLLGDIPVIGNLFKTR 696
NTDB id 1100 NMB RS09455 WP 002225652.1 PDGQIIMTVKINKDSPAQ.CASGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTR 742
NTDB id 1092 CAD91899.1 1..2286( ) PDGQIIMTVKINKDSPAQ.CASGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTR 734
NTDB id 1284 ACE17W RS12370 WP 010946666.1 PDGKILMDLQINQDTPSPQTF...LGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNR 662
NTDB id 1257 GCO85 RS04855 WP 163621000.1 PDGKILMDLQINQDTPSPQTF...LGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNR 662
NTDB id 1186 GTF74 RS01320 WP 000788426.1 PDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLGALFRRT 551
NTDB id 1175 A1552VC RS12105 WP 000788426.1 PDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLGALFRRT 551
NTDB id 1408 DSB67 RS13980 WP 010643500.1 PDNRLVLDLSVTQDRPGQVVKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPLLGDLPLLGALFRRS 560
NTDB id 1009 ACIAD RS15175 WP 004923730.1 PDGKILMELNIANDSINS.YA..QNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYVGRLFKKT 683
NTDB id 1052 ABD1 RS15850 WP 001017033.1 PDGKIQMKLDISKDSVAG.AA..PNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKD 695
NTDB id 1039 H0N27 RS01460 WP 031993779.1 PDGKIQMKLDISKDSVAG.AA..PNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKD 695
NTDB id 330776 EI693 RS24725 WP 125466267.1 PDGQVVMEVLVTKDEPDFVNA..LNNVPPIRKNEVNAKVRVADGQTIVIGGVYSTSQNNVVDKVPFLGDLPYVGRLFRRD 395
NTDB id 1193 PAKAF RS26665 WP 003161249.1 PDNRIIVEVKVTKDAPDYQNM..LNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGRLFRRD 687
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NTDB id 1115 OK783 RS00485 WP 003698035.1 GKKTDRRELLIFITPRIIDTAGNSLRY......... 723
NTDB id 1100 NMB RS09455 WP 002225652.1 GKKTDRRELLIFITPRIMGTAGNSLRY......... 769
NTDB id 1092 CAD91899.1 1..2286( ) GKKTDRRELLIFITPRIMGTAGNSLRY*........ 761
NTDB id 1284 ACE17W RS12370 WP 010946666.1 QITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 QITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1186 GTF74 RS01320 WP 000788426.1 YEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 YEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 YENVGKSELLIFVTPKVVIQ................ 580
NTDB id 1009 ACIAD RS15175 WP 004923730.1 AKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 330776 EI693 RS24725 WP 125466267.1 ALQEKKSELLVFLTPRIMSDQAIAVSR......... 422
NTDB id 1193 PAKAF RS26665 WP 003161249.1 TVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
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