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NTDB id 1426 RS RS05575 WP 011001070.1 VLAPAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPG 157
NTDB id 330763 EI693 RS07880 WP 125463216.1 RLAAALDGRTLWLEGRVVGLPARTEHGVRFELEQASS.RRAELPQRLQLSWFD....................GPGLRGG 124
NTDB id 1199 PSJM300 12650 AFN78592.1 RLPVDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYG....................GPEIRSG 124
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NTDB id 1426 RS RS05575 WP 011001070.1 QRWQLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEA 237
NTDB id 330763 EI693 RS07880 WP 125463216.1 ERWRLAVNLRRPHGLLNPHGPDREATLLARRIGATGTVKAGERLGAP..............AHDWRDGIRQRLLAVDAHG 190
NTDB id 1199 PSJM300 12650 AFN78592.1 ERWRLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEA............ASSGAWRDRLRQRLLTVEAHG 192
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NTDB id 1426 RS RS05575 WP 011001070.1 RYAPVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAG 317
NTDB id 330763 EI693 RS07880 WP 125463216.1 R.EAALAALVLGDGAGLARQDWQALQATGTVHLLVISGQHIGLLAGLVYGGV.......AGLARLGAW..PRRLPWLPWA 260
NTDB id 1199 PSJM300 12650 AFN78592.1 R.AGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVV.......LLLARWGIW..PQRLPWLPWA 262
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NTDB id 1426 RS RS05575 WP 011001070.1 AVAAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLA 397
NTDB id 330763 EI693 RS07880 WP 125463216.1 CGLAMGAALLYGWLAGFGVPVQRACLMLAVVLLWRLRFRQLGVGPPLLLALLGVLLVEPLASLLPGFWLSFAAVAVLALC 340
NTDB id 1199 PSJM300 12650 AFN78592.1 CGLAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWI 342
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NTDB id 1426 RS RS05575 WP 011001070.1 ARIVAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.L 476
NTDB id 330763 EI693 RS07880 WP 125463216.1 FSAR..............LGAWRPWQAWTRAQWVIAVGLLPVLLALGLPISLTAPLANLLAVPWLSLAVLPLALLGTALL 406
NTDB id 1199 PSJM300 12650 AFN78592.1 FRGR..............LGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLL 408
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NTDB id 1426 RS RS05575 WP 011001070.1 PEPWSQPVLIWAEAS.FAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLA 555
NTDB id 330763 EI693 RS07880 WP 125463216.1 PLPWLGEGLLWLAGASLHGLFGWLAQV.AGLVPAWIGEPLPLWAGLLVGLGALLVLLPRGVP...LRVPGAVLLLA.LWA 481
NTDB id 1199 PSJM300 12650 AFN78592.1 WVPWLGEALLWLAGGLLAVLFELLALI.AGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFA 484
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NTDB id 1426 RS RS05575 WP 011001070.1 RAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTE 635
NTDB id 330763 EI693 RS07880 WP 125463216.1 PREQVPHGQVEVWQLDVGQGLAVLLRTRQHSLLYDAGPAMGES.DLGESVVLPTLRKLGVRQLDLMLISHAHADHAGGAG 560
NTDB id 1199 PSJM300 12650 AFN78592.1 PDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGAL 563
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NTDB id 1426 RS RS05575 WP 011001070.1 TVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYA 715
NTDB id 330763 EI693 RS07880 WP 125463216.1 AVHRGLPVKRVLAGEAM.......ALAAGLHGQPCKSGERWQWDGVDFELWHWPG......GPNSNERSCVLRVEANGER 627
NTDB id 1199 PSJM300 12650 AFN78592.1 AIQRAMPVGAVLSGEPE.......RLPAALDARSCRTGQRWTWNQVNFSVWRWPQ......ATNGNQASCVLMVEAAGER 630
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NTDB id 1426 RS RS05575 WP 011001070.1 AMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIE 795
NTDB id 330763 EI693 RS07880 WP 125463216.1 LLLAGDMEAGAERAWLAAM..EDTRIDWLQSPHHGSRTSSSEAIIRAMAPRGVLISRGRHNGFGHPHPQVIERYRRQGMS 705
NTDB id 1199 PSJM300 12650 AFN78592.1 LLLTGDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAE 708
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NTDB id 1426 RS RS05575 WP 011001070.1 RLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 330763 EI693 RS07880 WP 125463216.1 IHDTALEGALRLLLG.DHGGVEG.ARGQRRFWRDQE................ 739
NTDB id 1199 PSJM300 12650 AFN78592.1 LHDTAEHGALSLQLG.AFGGARR.MRDEPRFWREK................. 741
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